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S1 Note

>Chilo suppressalis RDL Chilo suppressali RDL-wild-type
MHTSRSRGVHNFALVVALTIAWLSHADHAAGTGGGGMFGDVNISAILDSLSVSYDKRVRPNY
GGPPVDVGVTMY VLSISSLSEVKMDFTLDFYFRQFWTDPRLAYKKRTGVETLSVGSEFIRNIW
VPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMDLQYFPMDRQLCNIEIESFGYT
MRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGYYLI
QIYIPSGLIVIISWVSFWLNRNATPARVSLGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLGTCF

VMVFASLLEYATVGYMAK

IDKYSRIVFPVCFVCFNLMYWITYLHVSDVVADDLVLLGEEN

Chilo suppressalis RDL-G3’MTwmbs
MHTSRSRGVHNFALVVALTIAWLSHADHAAGTGGGGMFGDVNISAILDSLSVSYDKRVRPNY
GGPPVDVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAYKKRTGVETLSVGSEFIRNIW
VPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMDLQYFPMDRQLCNIEIESFGY
TMRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGYYL
IQIYIPSGLIVIISWVSFWLNRNATPARVSLGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLMT
CFVMVFASLLEYATVGYMAKRIQMRKQRFTAVQKMAAEKKMHIDGPPGTSEPLPPPRTSTLN
RPLPPSRSSEVRFKVHDPKAYSKGGTLENTINGARAPPPPPVPQPEEDPAPPPHLLQASKGINKL

LGTTPSDIDKYSRIVFPVCFVCFNLMYWIIYLHVSDVVADDLVLLGEEN

Laodelphax striatellus RDL-wild-type
MRRALALVWLAVTTTLLRPADRLPFVLAGTGGGSMLGDVNISAILDSFSVSYDKRVRPNYGGP
PVEVGVTMY VLSISSLSEVKMDFTLDFYFRQFWTDPRLAFRKRPGVETLSVGSEFIKNIWVPDT
FFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFGYTMRDI
RYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGY YLIQIYTP
SGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLGTCFVMV
FASLLEYATVGYMAKRIQMRKNRFMAIQKIAEQKQKQGMEAHAGHPPGVPGGGDPADHAPK

QTATRYKTLDSKGHYKSGTLDSRTYGRPDKEAPAPPPPPPPPELNRSERELNKMC
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GISASDIDKYSRIMFPVCFICFNLMY WITYLHISDIVADDIVMLEPDK

Laodelphax striatellus RDL-G3’Mtwmbs
MRRALALVWLAVTTTLLRPADRLPFVLAGTGGGSMLGDVNISAILDSFSVSYDKRVRPNYGGP
PVEVGVTMY VLSISSLSEVKMDFTLDFYFRQFWTDPRLAFRKRPGVETLSVGSEFIKNIWVPDT
FFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFGYTMRDI
RYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGY YLIQIYIP
SGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLMTCFVMV
FASLLEYATVGYMAKRIQMRKNRFMAIQKIAEQKQKQGMEAHAGHPPGVPGGGDPADHAPK
QTATRYKTLDSKGHYKSGTLDSRTYGRPDKEAPAPPPPPPPPELNRSERELNKMCGISASDIDKY

SRIMFPVCFICFNLMYWITYLHISDIVADDIVMLEPDK

Apis mellifera RDL-wild-type
MSFHAASWSFALLAATVALLPATHRAPFAQAATGGGSMLNDVNISAILDSFSVSYDKRVRPN
YGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAFKKRTGVETLSVGSEFIKNI
WVPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFG
YTMRDIRYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGY
YLIQIYIPSGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYL
GTCFVMVFASLLEYATVGYMAKRIQMRKNRFQKIAESMKTARENPGPPGVPGDHGDHAPKQ
TEVRFKVHDPKAHSKGGTLENTINGRADEEAAPAPQHLIHPGKDINKLYGMTPSDIDKY SRIVF

PVCFVCFNLMYWIIYLHISDVVADDLVLLEEAK

Apis mellifera RDL-G3’Mtwmb3
MSFHAASWSFALLAATVALLPATHRAPFAQAATGGGSMLNDVNISAILDSFSVSYDKRVRPN
YGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAFKKRTGVETLSVGSEFIKNI
WVPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFG
YTMRDIRYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNY SRLACEIQFVRSMGY

YLIQIYIPSGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYL
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MTCFVMVFASLLEYATVGYMAKRIQMRKNRFQKIAESMKTARENPGPPGVPGDHGDHAPKQ
TEVRFKVHDPKAHSKGGTLENTINGRADEEAAPAPQHLIHPGKDINKLYGMTPSDIDKYSRIVF

PVCFVCFNLMYWIIYLHISDVVADDLVLLEEAK

Drosophila melanogaster RDL-wild-type
MSDSKMDKLARMAPLPRTPLLTIWLAINMALIAQETGNKRIHTVQAATGGGSMLGDVNISAIL
DSFSVSYDKRVRPNYGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAYRKRPG
VETLSVGSEFIKNIWVPDTFFVNEKQSYFHIATTSNEFIRVHHSGSITRSIRLTITASCPMNLQYFP
MDRQLCHIEIESFGYTMRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSR
LACEIQFVRSMGYYLIQIYIPSGLIVVISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAA
LPKISYVKSIDVYLGTCFVMVFASLLEYATVGYMAKRIQMRKQRSMAIQKIAEQKKQQLDGA
NQQQANPNPNANVGGPGGVGVGPGGPGGPGGGVNVGVGMGMGPEHGHGHGHHAHSHGHP
HAPKQTVSNRPIGFSNIQQNVGTRGCSIVGPLFQEVRFKVHDPKAHSKGGTLENTVNGGRGGP
QSHGPGPGQGGGPPGGGGVGGGGGGPPEGGGDPEAAVPAHLLHPGKVKKDINKLLGITPSDI

DKYSRIVFPVCFVCFNLMYWIIYLHVSDVVADDLVLLGEE

Drosophila melanogaster RDL-G3’Mtwmbs
MSDSKMDKLARMAPLPRTPLLTIWLAINMALIAQETGNKRIHTVQAATGGGSMLGDVNISAIL
DSFSVSYDKRVRPNYGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAYRKRPG
VETLSVGSEFIKNIWVPDTFFVNEKQSYFHIATTSNEFIRVHHSGSITRSIRLTITASCPMNLQYFP
MDRQLCHIEIESFGYTMRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSR
LACEIQFVRSMGYYLIQIYIPSGLIVVISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAA
LPKISYVKSIDVYLMTCFVMVFASLLEYATVGYMAKRIQMRKQRSMAIQKIAEQKKQQLDGA
NQQQANPNPNANVGGPGGVGVGPGGPGGPGGGVNVGVGMGMGPEHGHGHGHHAHSHGHP
HAPKQTVSNRPIGFSNIQQONVGTRGCSIVGPLFQEVRFKVHDPKAHSKGGTLENTVNGGRGGP
QSHGPGPGQGGGPPGGGGVGGGGGGPPEGGGDPEAAVPAHLLHPGKVKKDINKLLGITPSDI

DKYSRIVFPVCFVCFNLMYWIIYLHVSDVVADDLVLLGEE

Tetranychus urticae RDL-wild-type
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MMMLMLMLLLKPISLLCSLCCLPLLSLTMLIIPAFGHNWQSHGYQGDQPHEFGHTNGDIGSNI
SQILNSFFSSGYDKRVRPNYGGPPVKVGVTMHILTISSVSEVQMDFTADFYFRQLWRDSRLSFK
ARHGISQILVDAEVADKIWVPDTFFANEKQAYFHEATTKNTFLRISHDGQVLRSIRLTVTASCP
MNLQYFPMDRQKCNIEIESYGYSMTDIIYNWVDENAVKIDSNLMLPQFSIASIRQSWKYISLTT
GNYSRLMCEIQLTRSMGY YMIQIYVPASLIVIISWVSFWLHRNATPARVHLGVITVLTMTTLMS
STNSQLPKISYVKSIDVFLETCFVMVFAALLEYAAVGYIGKRISMRKNRFQQLAKAAEEKRRK
LVEAAAAAAAAAAAATSCEPIHLSSSDPSGPQSHPINCNNSNNPSSINISTTTNPMNINNINSNG
TNNNNNNNNPNNNNNLNNINNSNNGSSITTLTTVATAAGGNVSSVGPMGSTGSTFNQTTGQL
VVDSALHGSGLTGTSVCSASATVGVPSVPKHQLYQQQQGQPHHHLTHHHRSSY QQHHQHLQ
QQLQQQQQQHQSIGTLTSVSNLGVGLSVPSNLVTYDFSGNGLSGGSGNLMMTTNPEMINCSL
GPGGHGGSMGSMPLGCSRDDQDQETLVTHVGHYATLRRPLLDRSSLPCKGAASSGVVGVTG
GTSVGSTGGSMPGQPNQKQFLPHRPQEVRLEMVGSKMTPVAQTSGSMDGVNHHQPGGLSSSS
IGRIPGHFTTNLHRFTAVPPKNLNNLFGVSPSDIDKYSRVVFPVCEVCFENLMYWIIFLHISSILEP

GADEES

Tetranychus urticae RDL-G3’Mtmbs
MMMLMLMLLLKPISLLCSLCCLPLLSLTMLIPAFGHNWQSHGYQGDQPHEFGHTNGDIGSNI
SQILNSFFSSGYDKRVRPNYGGPPVKVGVTMHILTISSVSEVQMDFTADFYFRQLWRDSRLSFK
ARHGISQILVDAEVADKIWVPDTFFANEKQAYFHEATTKNTFLRISHDGQVLRSIRLTVTASCP
MNLQYFPMDRQKCNIEIESYGYSMTDITYNWVDENAVKIDSNLMLPQFSIASIRQSWKYISLTT
GNYSRLMCEIQLTRSMGYYMIQIYVPASLIVIISWVSFWLHRNATPARVHLGVITVLTMTTLMS
STNSQLPKISYVKSIDVFLMTCFVMVFAALLEYAAVGYIGKRISMRKNRFQQLAKAAEEKRRK
LVEAAAAAAAAAAAATSCEPIHLSSSDPSGPQSHPINCNNSNNPSSINISTTTNPMNINNINSNG
TNNNNNNNNPNNNNNLNNINNSNNGSSITTLTTVATAAGGNVSSVGPMGSTGSTFNQTTGQL
VVDSALHGSGLTGTSVCSASATVGVPSVPKHQLYQQQQGQPHHHLTHHHRSSY QQHHQHLQ
QOLQQQQQQHQSIGTLTSVSNLGVGLSVPSNLVTYDFSGNGLSGGSGNLMMTTNPEMINCSL
GPGGHGGSMGSMPLGCSRDDQDQETLVTHVGHYATLRRPLLDRSSLPCKGAASSGVVGVTG

GTSVGSTGGSMPGQPNQKQFLPHRPQEVRLEMVGSKMTPVAQTSGSMDGVNHHQPGGLSSSS



116 IGRIPGHFTTNLHRFTAVPPKNLNNLFGVSPSDIDKYSRVVFPVCFVCFNLMYWIIFLHISSILEP

117  GADEES



