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S1 Note  1 

>Chilo suppressalis RDL Chilo suppressali RDL-wild-type 2 

MHTSRSRGVHNFALVVALTIAWLSHADHAAGTGGGGMFGDVNISAILDSLSVSYDKRVRPNY3 

GGPPVDVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAYKKRTGVETLSVGSEFIRNIW4 

VPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMDLQYFPMDRQLCNIEIESFGYT5 

MRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGYYLI6 

QIYIPSGLIVIISWVSFWLNRNATPARVSLGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLGTCF7 

VMVFASLLEYATVGYMAKRIQMRKQRFTAVQKMAAEKKMHIDGPPGTSEPLPPPRTSTLNRPL8 

PPSRSSEVRFKVHDPKAYSKGGTLENTINGARAPPPPPVPQPEEDPAPPPHLLQASKGINKLLGT9 

TPSDIDKYSRIVFPVCFVCFNLMYWIIYLHVSDVVADDLVLLGEEN 10 

 11 

Chilo suppressalis RDL-G3’MTMD3 12 

MHTSRSRGVHNFALVVALTIAWLSHADHAAGTGGGGMFGDVNISAILDSLSVSYDKRVRPNY13 

GGPPVDVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAYKKRTGVETLSVGSEFIRNIW14 

VPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMDLQYFPMDRQLCNIEIESFGY15 

TMRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGYYL16 

IQIYIPSGLIVIISWVSFWLNRNATPARVSLGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLMT17 

CFVMVFASLLEYATVGYMAKRIQMRKQRFTAVQKMAAEKKMHIDGPPGTSEPLPPPRTSTLN18 

RPLPPSRSSEVRFKVHDPKAYSKGGTLENTINGARAPPPPPVPQPEEDPAPPPHLLQASKGINKL19 

LGTTPSDIDKYSRIVFPVCFVCFNLMYWIIYLHVSDVVADDLVLLGEEN 20 

 21 

Laodelphax striatellus RDL-wild-type 22 

MRRALALVWLAVTTTLLRPADRLPFVLAGTGGGSMLGDVNISAILDSFSVSYDKRVRPNYGGP23 

PVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAFRKRPGVETLSVGSEFIKNIWVPDT24 

FFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFGYTMRDI25 

RYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGYYLIQIYIP26 

SGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLGTCFVMV27 

FASLLEYATVGYMAKRIQMRKNRFMAIQKIAEQKQKQGMEAHAGHPPGVPGGGDPADHAPK28 

QTATRYKTLDSKGHYKSGTLDSRTYGRPDKEAPAPPPPPPPPELNRSERELNKMC 29 
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GISASDIDKYSRIMFPVCFICFNLMYWIIYLHISDIVADDIVMLEPDK 30 

 31 

Laodelphax striatellus RDL-G3’MTMD3 32 

MRRALALVWLAVTTTLLRPADRLPFVLAGTGGGSMLGDVNISAILDSFSVSYDKRVRPNYGGP33 

PVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAFRKRPGVETLSVGSEFIKNIWVPDT34 

FFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFGYTMRDI35 

RYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGYYLIQIYIP36 

SGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYLMTCFVMV37 

FASLLEYATVGYMAKRIQMRKNRFMAIQKIAEQKQKQGMEAHAGHPPGVPGGGDPADHAPK38 

QTATRYKTLDSKGHYKSGTLDSRTYGRPDKEAPAPPPPPPPPELNRSERELNKMCGISASDIDKY39 

SRIMFPVCFICFNLMYWIIYLHISDIVADDIVMLEPDK 40 

 41 

 42 

Apis mellifera RDL-wild-type 43 

MSFHAASWSFALLAATVALLPATHRAPFAQAATGGGSMLNDVNISAILDSFSVSYDKRVRPN44 

YGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAFKKRTGVETLSVGSEFIKNI45 

WVPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFG46 

YTMRDIRYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGY47 

YLIQIYIPSGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYL48 

GTCFVMVFASLLEYATVGYMAKRIQMRKNRFQKIAESMKTARENPGPPGVPGDHGDHAPKQ49 

TEVRFKVHDPKAHSKGGTLENTINGRADEEAAPAPQHLIHPGKDINKLYGMTPSDIDKYSRIVF50 

PVCFVCFNLMYWIIYLHISDVVADDLVLLEEAK 51 

 52 

Apis mellifera RDL-G3’MTMD3 53 

MSFHAASWSFALLAATVALLPATHRAPFAQAATGGGSMLNDVNISAILDSFSVSYDKRVRPN54 

YGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAFKKRTGVETLSVGSEFIKNI55 

WVPDTFFVNEKQSYFHIATTSNEFIRIHHSGSITRSIRLTITASCPMNLQYFPMDRQLCHIEIESFG56 

YTMRDIRYKWNEGPNSVGVSNEVSLPQFKVLGHRQRAMEISLTTGNYSRLACEIQFVRSMGY57 

YLIQIYIPSGLIVIISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAALPKISYVKSIDVYL58 
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MTCFVMVFASLLEYATVGYMAKRIQMRKNRFQKIAESMKTARENPGPPGVPGDHGDHAPKQ59 

TEVRFKVHDPKAHSKGGTLENTINGRADEEAAPAPQHLIHPGKDINKLYGMTPSDIDKYSRIVF60 

PVCFVCFNLMYWIIYLHISDVVADDLVLLEEAK 61 

 62 

Drosophila melanogaster RDL-wild-type 63 

MSDSKMDKLARMAPLPRTPLLTIWLAINMALIAQETGNKRIHTVQAATGGGSMLGDVNISAIL64 

DSFSVSYDKRVRPNYGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAYRKRPG65 

VETLSVGSEFIKNIWVPDTFFVNEKQSYFHIATTSNEFIRVHHSGSITRSIRLTITASCPMNLQYFP66 

MDRQLCHIEIESFGYTMRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSR67 

LACEIQFVRSMGYYLIQIYIPSGLIVVISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAA68 

LPKISYVKSIDVYLGTCFVMVFASLLEYATVGYMAKRIQMRKQRSMAIQKIAEQKKQQLDGA69 

NQQQANPNPNANVGGPGGVGVGPGGPGGPGGGVNVGVGMGMGPEHGHGHGHHAHSHGHP70 

HAPKQTVSNRPIGFSNIQQNVGTRGCSIVGPLFQEVRFKVHDPKAHSKGGTLENTVNGGRGGP71 

QSHGPGPGQGGGPPGGGGVGGGGGGPPEGGGDPEAAVPAHLLHPGKVKKDINKLLGITPSDI72 

DKYSRIVFPVCFVCFNLMYWIIYLHVSDVVADDLVLLGEE 73 

 74 

Drosophila melanogaster RDL-G3’MTMD3 75 

MSDSKMDKLARMAPLPRTPLLTIWLAINMALIAQETGNKRIHTVQAATGGGSMLGDVNISAIL76 

DSFSVSYDKRVRPNYGGPPVEVGVTMYVLSISSLSEVKMDFTLDFYFRQFWTDPRLAYRKRPG77 

VETLSVGSEFIKNIWVPDTFFVNEKQSYFHIATTSNEFIRVHHSGSITRSIRLTITASCPMNLQYFP78 

MDRQLCHIEIESFGYTMRDIRYKWNEGPNSVGVSSEVSLPQFKVLGHRQRAMEISLTTGNYSR79 

LACEIQFVRSMGYYLIQIYIPSGLIVVISWVSFWLNRNATPARVALGVTTVLTMTTLMSSTNAA80 

LPKISYVKSIDVYLMTCFVMVFASLLEYATVGYMAKRIQMRKQRSMAIQKIAEQKKQQLDGA81 

NQQQANPNPNANVGGPGGVGVGPGGPGGPGGGVNVGVGMGMGPEHGHGHGHHAHSHGHP82 

HAPKQTVSNRPIGFSNIQQNVGTRGCSIVGPLFQEVRFKVHDPKAHSKGGTLENTVNGGRGGP83 

QSHGPGPGQGGGPPGGGGVGGGGGGPPEGGGDPEAAVPAHLLHPGKVKKDINKLLGITPSDI84 

DKYSRIVFPVCFVCFNLMYWIIYLHVSDVVADDLVLLGEE 85 

 86 

Tetranychus urticae RDL-wild-type 87 
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MMMLMLMLLLKPISLLCSLCCLPLLSLTMLIIPAFGHNWQSHGYQGDQPHEFGHTNGDIGSNI88 

SQILNSFFSSGYDKRVRPNYGGPPVKVGVTMHILTISSVSEVQMDFTADFYFRQLWRDSRLSFK89 

ARHGISQILVDAEVADKIWVPDTFFANEKQAYFHEATTKNTFLRISHDGQVLRSIRLTVTASCP90 

MNLQYFPMDRQKCNIEIESYGYSMTDIIYNWVDENAVKIDSNLMLPQFSIASIRQSWKYISLTT91 

GNYSRLMCEIQLTRSMGYYMIQIYVPASLIVIISWVSFWLHRNATPARVHLGVITVLTMTTLMS92 

STNSQLPKISYVKSIDVFLGTCFVMVFAALLEYAAVGYIGKRISMRKNRFQQLAKAAEEKRRK93 

LVEAAAAAAAAAAAATSCEPIHLSSSDPSGPQSHPINCNNSNNPSSINISTTTNPMNINNINSNG94 

TNNNNNNNNPNNNNNLNNINNSNNGSSITTLTTVATAAGGNVSSVGPMGSTGSTFNQTTGQL95 

VVDSALHGSGLTGTSVCSASATVGVPSVPKHQLYQQQQGQPHHHLTHHHRSSYQQHHQHLQ96 

QQLQQQQQQHQSIGTLTSVSNLGVGLSVPSNLVTYDFSGNGLSGGSGNLMMTTNPEMINCSL97 

GPGGHGGSMGSMPLGCSRDDQDQETLVTHVGHYATLRRPLLDRSSLPCKGAASSGVVGVTG98 

GTSVGSTGGSMPGQPNQKQFLPHRPQEVRLEMVGSKMTPVAQTSGSMDGVNHHQPGGLSSSS99 

IGRIPGHFTTNLHRFTAVPPKNLNNLFGVSPSDIDKYSRVVFPVCFVCFNLMYWIIFLHISSILEP100 

GADEES 101 

 102 

Tetranychus urticae RDL-G3’MTMD3 103 

MMMLMLMLLLKPISLLCSLCCLPLLSLTMLIIPAFGHNWQSHGYQGDQPHEFGHTNGDIGSNI104 

SQILNSFFSSGYDKRVRPNYGGPPVKVGVTMHILTISSVSEVQMDFTADFYFRQLWRDSRLSFK105 

ARHGISQILVDAEVADKIWVPDTFFANEKQAYFHEATTKNTFLRISHDGQVLRSIRLTVTASCP106 

MNLQYFPMDRQKCNIEIESYGYSMTDIIYNWVDENAVKIDSNLMLPQFSIASIRQSWKYISLTT107 

GNYSRLMCEIQLTRSMGYYMIQIYVPASLIVIISWVSFWLHRNATPARVHLGVITVLTMTTLMS108 

STNSQLPKISYVKSIDVFLMTCFVMVFAALLEYAAVGYIGKRISMRKNRFQQLAKAAEEKRRK109 

LVEAAAAAAAAAAAATSCEPIHLSSSDPSGPQSHPINCNNSNNPSSINISTTTNPMNINNINSNG110 

TNNNNNNNNPNNNNNLNNINNSNNGSSITTLTTVATAAGGNVSSVGPMGSTGSTFNQTTGQL111 

VVDSALHGSGLTGTSVCSASATVGVPSVPKHQLYQQQQGQPHHHLTHHHRSSYQQHHQHLQ112 

QQLQQQQQQHQSIGTLTSVSNLGVGLSVPSNLVTYDFSGNGLSGGSGNLMMTTNPEMINCSL113 

GPGGHGGSMGSMPLGCSRDDQDQETLVTHVGHYATLRRPLLDRSSLPCKGAASSGVVGVTG114 

GTSVGSTGGSMPGQPNQKQFLPHRPQEVRLEMVGSKMTPVAQTSGSMDGVNHHQPGGLSSSS115 
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IGRIPGHFTTNLHRFTAVPPKNLNNLFGVSPSDIDKYSRVVFPVCFVCFNLMYWIIFLHISSILEP116 

GADEES 117 


