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Supplementary Figure 1. Attenuation of hepatic immune cell infiltration, inflammation, and
liver transaminases in CD Cyp2c70-/- mice at the late timepoint. (A) Relative gene expression
of hepatic Cd177, F4/80, Tnfα, and Ccl2 in GF, HUM, and CD Cyp2c70+/+ and Cyp2c70-/-
females and males at early and late timepoints. (n = 4-10 mice per group). (B) Serum levels of liver
transaminases, aspartate aminotransferase (AST; U/L), alanine aminotransferase (ALT; U/L), in GF,
HUM, and CD Cyp2c70+/+ and Cyp2c70-/- females and males at early and late timepoints.
(n = 4-7 mice per group). Data are presented as mean ± SEM, * P < 0.05, ** P < 0.01, *** P < 0.001,
**** P < 0.0001 indicate differences between female or male Cyp2c70+/+ and Cyp2c70-/- mice
within each group (GF, HUM or CD) analyzed with Wilcoxon rank sum tests.
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Supplementary Figure 2. Hydrophobicity index of biliary bile acids correlates with
markers of hepatic immune cell infiltration, inflammation, and liver transaminases
in CD Cyp2c70-/- mice at the early timepoint. Scatterplots with a linear model fit to
the log10 x-axis and Spearman’s correlation analysis of biliary hydrophobicity index and
relative expression of Cd177, F4/80, Tnfα, and Ccl2 (n = 20), and serum levels of aspartate
aminotransferase (AST; U/L) and alanine aminotransferase (ALT; U/L) (n = 14)
in CD Cyp2c70-/- females and males at the early timepoint.



Supplementary Figure 3

Early MalesEarly Females Late Females Late Males
Liver

G
allbladder

Serum
C

aecum

GF +/+

GF -/-

HUM +/+

HUM -/-

CD +/+

CD -/-

pm
ol

/m
g

pm
ol

/m
g

pm
ol

/m
g

nM

10³

To
ta

l b
ile

 a
ci

d 
le

ve
ls

10²

10⁶

10⁵

10⁴

10³

10⁷

10⁶

10⁵

10⁴

10³

10⁴

10³

10²

10¹

*

*** ** *** **
*** *** *** * *

*
** ****

****

*
*

** **
****

*** ***

Supplementary Figure 3. Total amount of bile acids in liver, gallbladder, serum and caecum.
Total amount of bile acids in liver, gallbladder, serum, and caecum of Cyp2c70+/+ and Cyp2c70-/-
mice presented with a box plot. The lower (quartile 1) and upper (quartile 3) quartiles form the box
with the median represented by the central line. Whiskers reach to 1.5X the inner quartile range.
Outliers are presented with visible points beyond the whiskers. * P < 0.05, ** P < 0.01, *** P < 0.001,
**** P < 0.0001 indicate differences between female or male Cyp2c70+/+ and Cyp2c70-/- mice within
each group (GF, HUM or CD) analyzed with Wilcoxon rank sum tests.
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Supplementary Figure 4. Microbiota composition in HUM and CD Cyp2c70 mice.
(A) Caecal microbial composition of CD and HUM Cyp2c70+/+ and Cyp2c70-/- mice and their
corresponding inocula presented by α-diversity described as observed species in a box plot. The lower
(quartile 1) and upper (quartile 3) quartiles form the box with median represented by the central line.
Whiskers reach to 1.5X the inner quartile range. Outliers are presented with visible points beyond the
whiskers. (B) Caecal microbial composition of CD and HUM Cyp2c70+/+ and Cyp2c70-/- mice and
their corresponding inocula presented by β-diversity described by PCoA showing first and second
Principal Coordinates of the weighted UniFrac distance matrix.


