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Appendix Figure S1. Schematic diagram for the generation of single-cell RNA sequencing data.
Representative FACS plots of the S2-VP10 xenograft are shown. The sorted population did not include
dead and duplicate cells. Human and mouse cells were distinguished by data analysis using Cell Ranger
and Seurat.
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Appendix Figure S23

Appendix Figure S2. Gating scheme for the isolation of ROR1high and ROR1low cells from xenografts.
The sorted population contained only single and viable human cancer cells.
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Appendix Figure S3. Heatmap of H3K27ac CUT&RUN data on the genomic locations of the
H3K4me1 peaks in S2-VP10 cells.
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Appendix Figure S4. Bar plot of ROR1 expression in cell lines from the CCLE database.
Bar plot showing ROR1 expression of 1389 cell lines.
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