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Fig. S1 MGCG promotes GBM progression in vitro.

0.32

A Correlation analysis of MGCG expression level and survival time in 34 GBM patients.

B Detection of the effect of MGCG knockdown or overexpression on the growth of U251

cells by a colony formation assay. C The data of Transwell analysis show the effect of
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MGCG knockdown or overexpression on the migration of U251 cells. D The data of Flow

cytometry analysis reveal the effect of MGCG knockdown or overexpression on apoptosis

of U251 cells. E The data of TUNEL analysis show the effect of MGCG knockdown or

overexpression on apoptosis of U251 cells. F Western blot analysis of the protein levels of

p62 and LC3 after knockdown or overexpression of MGCG in U251 cells.
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Fig. S2 MGCG facilitates autophagy in GBM cells.

A GFP-LC3 adenovirus infected LN229 cells with MGCG knockdown or overexpression to
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detect autophagy. Red arrow: autophagosome. B GFP-LC3 adenovirus infected U251 cells
with MGCG knockdown or overexpression to detect autophagy. Red arrow: autophagosome.
C Detection of autophagy of MGCG knockdown or overexpression by MDC stain and flow
cytometry in LN229 cells. MDC: monodansylcadaverin. D Detection of autophagy of
MGCG knockdown or overexpression by MDC stain and flow cytometry in U251 cells. E
LN229 and U251 cells were treated with DMSO and CQ, GFP-LC3 adenovirus infected the
LN229 and U251 cells to detect autophagy. Red arrow: autophagosome. CQ: chloroquine.
F LN229 and U251 cells were treated with DMSO and CQ, detection of autophagy by MDC

stain and flow cytometry.

Fig. 83
g & 15 Sq5q U1 154 U251
e\’é o}'v g *”" 00 ('_’}'\ C’)ﬂ/ § 3 s wok
p62 - 2 <104 ¥ W L &’O @00 Erod =§1.o-
58 F & £ &S g 8%
ok € >c
ACTB o = ATG2A | 5 25
[==] £%es. =L 1T P g
=l :
Lcau @ ACTB|— — ||—--| £
LC3ll/ 0.0 £0.0- 0.0-
158 0.85 O N o U251 O % O ¥
Lcal . 0 S
U251 @\*@00000 SO 5},\;‘;\0
F G H U251 ! U251 J U251
= - = * Kkk kk
@ 4- U251 OE MGCG N * 2\’ 1 8 M *kk 2-5 T *kk @ 15— dekk
= - S-ATG2A - -+ 5 3 <
£ 216 —Z 204 e
° P62 | - N — £ 8% © 1.0
b S 1.4+ Q= 157 3
& 27 = e ®2 5
s ACTE | s s s— §1.2— BE 1.0 8 0.5
2 14 = o
2 1 LC3I [ e s 21.0 €5 2
© Lcall 3 5
0 LC3ll/ @ 08- 0.0- & 0.0-
S oF Ly 088 007 07 R & P o & P O
S 0 OO X OLCF OO
2 o oxéx 0 Oxé"v‘ O oxé\?

Fig. S3 MGCG facilitates tumor progression by promoting the expression of ATG2A in
U251 cells.

A Western blot analysis was used to detect the protein levels of p62 and LC3 after ATG2A
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knockdown in U251 cells. B RT-qPCR analysis of the relative expression of ATG2A after

MGCG knockdown in U251 cells. C Western blot analysis of the protein levels of ATG2A

after MGCG overexpression or knockdown in U251 cells. D Colony formation assays were

used to detect the effect of ATG2A knockdown on the growth of U251 cells. E The data of

Transwell analysis show the effect of ATG2A knockdown on the migration of U251 cells.

F The data of TUNEL analysis shows the effect of ATG2A knockdown on apoptosis of

U251 cells. G Western blotting was used to detect the protein levels of p62 and LC3 after

overexpression of MGCG in U251 cells. H Colony formation assays were used to detect

the effect of MGCG overexpression or overexpression and simultaneous knockdown of

ATG2A on the growth of U251 cells. I The data of Transwell analysis show the effect of

MGCG overexpression or overexpression and simultaneous knockdown of ATG2A on the

migration of U251 cells. J The data of TUNEL analysis show the effect of MGCG

overexpression or overexpression of MGCG and simultaneous knockdown of ATG2A on

apoptosis of U251 cells. Error bars, S.E.M. from three independent experiments. *P < 0.05;

*¥*P <(0.01; ***P <0.001 by two-tailed Student’s test.



