Cell Line Short Tandem Repeat (STR) Profile Report

Principal Investigator:

Institution:

Cell Line ID: SKNFI

Report Date: February 25, 2022
Submitting Researcher:

Sample Type Submitted: Cultured cells

Tracking ID: CLA-Mycoplasma Testing-Request_External - ~2022.02.18
Profile Kit Requested: GenePrint 10 (Promega)
STR Graphic Profile:
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Peaks that appear to be legitimate stutter or are spectral bleed-through artifacts are not labeled.

4+  This report provides a STR profile for the cell line submitted, it does not automatically authenticate the cell line. Authentication is determined by comparison to the STR profile of the
original donor tissue or cell stock. This STR profile can be used to verify the cell line is human, evaluate profile consistency between provisionally related cell isolates, detect cross-
contamination with another human cell line (intra-species contamination), and to compare to profile databases, which we strongly recommend. This STR report does not rule out
cross-contamination with an inter-species cell line (non-human).

+  Please see the Pdf file Additional Information sent with the results for more information about interpreting your STR profile and links to profile databases.
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Principal Investigator:
Institution:

Cell Line ID: SKNFI

Report Date: February 25, 2022

Procedure:

A Promega GenePrint 10 Kit is used to PCR amplify eight short tandem repeat (STR) loci plus a gender determining marker, Amelogenin. The PCR product is
electrophoresed on an ABI Prism® 3730x] Genetic Analyzer using an ILS600 internal lane standard (Promega). Data is analyzed using GeneMapper® v 4.0 software
(Applied Biosystems). An allelic ladder that contains fragments of the same lengths as many of the known alleles for the loci is used to determine the amplified sample
fragments alleles. Appropriate positive and negative controls are used.

Raw Data Table: (STR markers with one allele listed are homozygous for that marker.)

Sample Name Marker Allele 1 Allele 2 Size 1 Size 2 Height 1 Height 2 Peak Area 1 | Peak Area 2
SKNFI AMEL X Y 104.07 109.91 00:00.0 5360 40885 31766
SKNFI CSF1PO 10 12 333.48 341.53 12944 6500 91378 46584
SKNFI D13S317 11 14 187.77 199.74 6399 5825 39075 35907
SKNFI D16S539 11 12 286.78 290.86 9432 9111 64526 61935
SKNFI D21S11 28 30 215.17 223.21 11318 10398 70258 66048
SKNFI D5S818 12 13 134.64 138.75 6209 10188 38279 61604
SKNFI D7S820 8 9 220.21 224.23 9343 8684 59025 55886
SKNFI THO! 6 9.3 161.83 176.65 9624 9063 57747 54285
SKNFI TPOX 8 9 268.82 272.8 4669 5807 30814 38708
SKNFI vWA 16 17 146.29 150.32 16485 8029 101342 50397
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CLASTR - SK-N-FI

Cellosaurus

CLASTR

The Cellosaurus STR Similarity Search Tool
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Results of similarity search on the 7919 human cell lines with STR profiles in Cellosaurus release 40.0

About

Export table

Accession 4| Name s '\Nn;rkersz Score & Amel | CSFIPO+| D251338%| D351358 % D55818 & D75820 &  D851179%| D135317 4| D165539 %  D18S51 &| D195433 % D21S11 ¢ FG

NA Query NA NA XY 10,12 12,13 89 1,14 11,12 28,30

CVCL_1702 SK-N-FI 9 100.00% XY 10,12 17,18 16,18 12,13 89 11,12 11,14 11,12 12,14 12 28,30 22

CVCL_0093 Best | RS4;11 9 76.47% X 11,12 20,25 1517 1213 8,12 13,14 1 11,12 12,16 12,14 28,30 24

CVCL_0093 Worst | RS411 9 7273% X 11,12 20,25 1517 12 8,12 13,14 11 11,12 12,16 12,14 28,30 24

CVCL_7811 UT-SCC-15 9 76.47% X 12,15 19 15 12,13 89 13 1 11,12 12,14 15152 28 25

CVCL_B886 GENEA078 9 75.00% X 10,11 17,24 15 12,13 8,10 11,13 1 12 12,13 14,15 28,30 22

CVCL_B451 OX-CO-1 9 75.00% X 12 12 8,12 1 11,12 30

CVCL_1982 CL-40 9 7429% X 10,12 16 1 89 12,14 8,11 11,12 14 30322 21

CvCLYC25 GIBHi002-A 9 7429% X 10,12 15,18 12,13 8,11 10,14 8,12 11,12 13,16 28,30 22

CVCL_0936 Hs 832(C).T 9 7429% X 10,12 14,16 10,11 89 12,13 11,12 11,12 16,17 28322 24

CVCL 0814 Hs 600.T 8 7333% XY 10,12 11,12 89 11 11,12

CVCL_0860 Hs 704.5k 8 7333% X 10,12 11,12 8,10 11,12 11,12

CVCL_0861 Hs 704.T 8 7333% | X 10,12 11,12 8,10 11,12 11,12

CVCL_0887 Hs 742.5k 8 7333% X 10,12 12 89 9,12 11,12

CVCL_0888 Hs 742.T 8 7333% X 10,12 12 89 9,12 11,12

CVCL_B160 HUES 29 9 7273% X 10,12 14,15 11,12 89 11,13 11,12 11,12 14,16 312 21

CVCL_3901 EAhy 926 8 7273% X 10,11,12 1 89,10 1 11,12
https://web.expasy.org/cellosaurus-str-search/?name=SK-N-FI& Amelogenin=X,Y &CSF1PO=10,12&D13S317=11,14&D16S539=11,12&D18S51=12,14&D19S433...  1/6
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Cell Line Short Tandem Repeat (STR) Profile Report

Principal Investigator:
Institution: =

Cell Line ID: CHLA20

Report Date: February 25, 2022
Submitting Researcher:
Sample Type Submitted: Cultured cells

Tracking ID: CLA-Mycoplasma Testing-Request_External -
Profile Kit Requested: GenePrint 10 (Promega)

STR Profile:
Loci CHLA20
AMEL X
CSFIPO 10,12
D13S317 11
D16S539 13
D21S11 30,31.2
D5S818 12,15
D75820 9,11
THOI 6,7
TPOX 8
vWA 17

» Loci with one allele listed are homozygous

for that STR marker.

This report provides a STR profile for the cell line submitted, it does not automatically authenticate the cell line. Authentication is determined by comparison to the STR profile of the
original donor tissue or cell stock. This STR profile can be used to verify the cell line is human, evaluate profile consistency between provisionally related cell isolates, detect cross-

contamination with another human cell line (intra-species contamination), and to compare to profile databases, which we strongly recommend. This STR report does not rule out
cross-contamination with an inter-species cell line (non-human).

_2022.02.18
STR Graphic Profile:
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Peaks that appear to be legitimate stutter or are spectral bleed-through artifacts are not labeled.

Please see the Pdf file Additional Information sent with the results for more information about interpreting your STR profile and links to profile databases.
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Principal Investigator:
Institution:

Cell Line ID: CHLA20

Report Date: February 25, 2022

Procedure:
A Promega GenePrint 10 Kit is used to PCR amplify eight short tandem repeat (STR) loci plus a gender determining marker, Amelogenin. The PCR product is
electrophoresed on an ABI Prism® 3730xl Genetic Analyzer using an ILS600 internal lane standard (Promega). Data is analyzed using GeneMapper® v 4.0 software

(Applied Biosystems). An allelic ladder that contains fragments of the same lengths as many of the known alleles for the loci is used to determine the amplified sample
fragments alleles. Appropriate positive and negative controls are used.

Raw Data Table: (STR markers with one allele listed are homozygous for that marker.)

Sample Name Marker Allele 1 Allele 2 Size 1 Size 2 Height 1 Height 2 Peak Area 1 | Peak Area 2

CHLA20 AMEL X 104.17 12207 72574

CHLA20 CSF1PO 10 12 333.48 341.53 11012 9130 77411 64716
CHLA20 D13S317 11 187.69 14404 86654

CHLA20 D16S539 13 294.85 19420 132940

CHLA20 D21S11 30 31.2 223.2 229.2 13174 13433 81685 83137
CHLA20 D5S818 12 15 134.65 147.06 8206 8112 49896 48411
CHLA20 D75820 9 11 224.23 232.29 8833 16347 56136 105509
CHLA20 THO1 6 7 161.75 165.68 10653 10286 63324 61565
CHLA20 TPOX 8 268.89 10265 67906

CHLA20 vWA 17 150.27 22040 134661
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2/28/22,12:37 AM CLASTR - CHLA-20

Cellosaurus

CLASTR[1.4.4]
The Cellosaurus STR Similarity Search Tool

Human Mouse Dog

Markers Scoring
Amelogenin | X D151656 ’é’j‘"’Tr;f::;;

CSF1PO 10,12 D25441 Masters (vs. query)
D251338 D651043 Masters (vs. reference)
D3S1358 D10S1248 Modes:

D55818 12,15 D125391 © Non-empty markers

Query markers

D75820 9,11 D2251045 Reference markers
D851179 DX5101 Include Amelogenin
D13S317 M DYS391
D165539 13 F13A01 Filters

D18S51 F13B Score Filter:  60% v
D195433 FESFPS Min Markers: 8 v

D21511 130312 LPL Max Results: 200 v

FGA Penta C
Penta D SE33 Actions
Penta E Search
THOT 6
TPOX 8 Load File
VWA 17 Example
Reset
Help About

Results of similarity search on the 7919 human cell lines with STR profiles in Cellosaurus release 40.0

Export table
Accession %| Name < hNn;rkers 4| Score ¢ Amel <| CSFIPO$| D251338%| D3S1358 ¢ D5S818 & D7S820 <| D8S1179%| D135317 ¢ D16S539 ¢ D18S51 & D195433%| D21S11 ¢| FG
NA Query NA NA X 10,12 12,15 9,1 1" 13 30,31.2
CVCL_6602 CHLA-20 9 92.86% X 10,12 17 16 12,15 9,11 13 " 13 15,19 14,15 30,31.2 23
CVCL_AQ27 CHLA-255 9 92.86% X 10,12 17 16 12,15 9,11 13 1 13 15,19 14,15 30,31.2 23
CVCL_6594 CHLA-15 9 86.67% X 10,12 17,26 16 12,15 9,1 13 10,11 11,13 15,19 14,15 30,31.2 23
CVCL_II76 HMC3 8 72.00% X 10,11 11,12 9,11 1 12,13
CVCL_Y546 183-LCL 8 72.00% XY 10,11 11,12 9,11 11,13 13
CVCL_2382 CCD-19Lu 8 69.57% X 10,12 12 9,11 11,12 11
CVCL_1375 Best LCLC-103H 9 69.23% X 10,12 16,19 16,17 12 8,11 12,14 1" 13 19 15 29,31.2 22
CVCL_1375 Worst LCLC-103H 9 66.67% XY 10,12 16,19 16,17 1112 8,11 12,14 " 13 19 15 29,31.2 22
CVCL_2394 CCD-39Lu 8 69.23% X 10,12 11,12 9,12 1" 11,13
CVCL_2395 CCD-39Sk 8 69.23% X 10,12 11,12 9,12 1" 11,13
CVCL_6413 KMA 8 69.23% XY 10,12 12,13 11,12 11,12 12,13
CVCL_RZ85 XYFMGC50H 8 69.23% XY 10,12 12 9,11 11,14 10,13
CVCL_RZ79 XYFMGG18B 8 69.23% XY 10,12 12,13 9 11,13 9,13
CVCL_1069 ALL-PO 9 66.67% X 10,11 11,12 9,11 11,12 13 )
CVCL_A9SP NP4 9 66.67% XY 10,12 17,25 16,17 11,12 10,11 13 11,12 11,13 15,16 14,14.2 19
CVCL_S417 NZMO061 9 66.67% XY 11,12 16,18 17 11,12 1" 12,13 11,13 13 12,13 14,15 29,30 19

https://web.expasy.org/cellosaurus-str-search/?name=CHLA-20& Amelogenin=X&CSF1P0O=10,12&D13S317=11&D16S539=13&D18S51=15,19&D19S433=14,15...  1/3
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