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eMethods

The present study is part of the SCIFI-PEARL (Swedish Covid-19 Investigation for Future
Insights — a Population Epidemiology Approach using Register Linkage) project, described in
more detail elsewherel. At birth or at immigration, every citizen in Sweden is assigned a
unique personal identity number (PIN) that follows the individual throughout life. Using the
PIN, data from many registers are linked in the SCIFI-PEARL project. The registers from which
data are included in the present study are from the National Board of Health and Welfare
(National Patient Register [NPR] that includes all inpatient and specialist outpatient
healthcare in Sweden)?, Statistics Sweden (Longitudinal integrated database for health
insurance and labour market studies [LISA] with sociodemographic and socioeconomic data3,
Multigenerational Register with data on parent/child connections, Register of the total
population for age, sex and basic demographics)*, the Public Health Agency (National
Register of Notifiable Diseases [SmiNet] a register of all notifiable communicable diseases
including all positive SARS-CoV-2 polymerase chain reaction [PCR] test results)°. In addition,
data from the Swedish Intensive Care Register (SIR) and the regional primary healthcare
databases in Stockholm (VAL database) and Véastra Gotaland (VEGA database) are included.
The present register-based study was approved by the Swedish Ethical Review Authority
who waived the requirement of written informed consent. We followed the STROBE
guidelines for reporting of cohort studies where applicable.

A COVID-19 infection was defined as having a positive SARS-CoV-2 PCR test result registered
in SmiNet and/or having the International Classification of Diseases, Tenth Revision (ICD-10)
diagnosis COVID-19 (U07.1 or U07.2, as main or secondary diagnosis) in NPR/VEGA/VAL
during the study inclusion period 31 January 2020 until 9 February 2022 (end of full
population PCR testing in Sweden). The first registration of any of these was defined as the
COVID-19 index date. We required a minimum follow-up of 220 days (corresponding to the
third quartile of follow-up between COVID-19 index date and PCC index date among PCC
patients diagnosed after the introduction of the PCC diagnosis code) from COVID-19 index
date until death, emigration, or end of the study (n=239 not fulfilling this requirement).

In the acute phase of COVID-19, severity was categorised as either hospitalised (requiring
intensive care or requiring non-intensive inpatient care), or not hospitalised (requiring
neither intensive nor inpatient care). This categorisation was based on data from SIR and
NPR’s inpatient register. Sociodemographic data such as age, residency, sex, and parents’
education were obtained from the LISA database (including the Register of the Total
Population). Age was defined from birth until the start of the study, 31 January 2020, and
categorised into two groups (6-11 and 12-17 years of age). Education was categorised into
primary school level (<10 years), secondary school level (10-12 years), tertiary school level
(>12 years), and unknown. Data on comorbidities were retrieved from NPR from 1 January
2018 until 31 December 2019. First, we divided the study population into two groups, having
a diagnosis during 2018-2019 or not (any comorbidity vs. none). Then, we divided the study
population into having a diagnosis during 2018-2019 or not, according to the most common
diagnoses among children in Sweden (asthma and allergy [ICD-codes: J30 or J45], psychiatric
disease [ICD-codes: FO0-F99], and diabetes [ICD-codes: E10-E14]).
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Each patient’s COVID-19 index date was categorized according to distinct time periods
corresponding to the dominant virus variant. In Sweden, a combination of virus variants
predominated from February 2020 to January 2021, followed by the Alpha variant of
concern (VOC) from February 2021 to June 2021, the Delta VOC from July 2021 to December
2021, and the Omicron VOC from January 2022 until end of inclusion®.
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