Supplementary Figure 1. Kaplan—Meier curves showing no significant effects of certain genetic and
immunohistochemical alterations on the overall survival of patients with glioblastomas (1-39).
Since the numbers of patients divided into two groups (e.g. FGFR1 Wildtype/FGFR1 Alteration)
using different parameters varied, we only enrolled the parameters using which the number of

patients in either group was above 3. Parameters used in this section were shown as follows.

(1) K07 ettt ettt et s e st e st e st e st e st e se e s e et e beebese s e b et e sensensentententeneeneeneas 1
L2 T [ 1 USSP 2
() T 7 1 LRSS 3
L TR © 15700 USRS 4
(5)  ATRX ettt ettt ettt ettt e et e et e ese et e ebeese et e b e s e be s e se s e b e bensensentensentenaesaeneas 5
(6)  SoT00 .ottt ettt ettt ettt ettt reete et et e sesesese s ensensensensensententeneenaeneas 6
(T)  GAFP ettt a e et e a e e st s e e st e st et e e st te b e b e se s et et et entent et eneeneeneeneas 7
(8)  TERT PromotOr MULALION .......eeveerereereeieestiesteeteesetesseeseesseesssessseesseesssssssesssessssssseessessssenses 8
L T 2 € 2 AN 111 o) U T Y o) o AU 9
(10) CDKN2A/B homozygous deletion...........cccueeiieriierieriiesieesie et sieeste et sveeeeeseee e s 10
(11)  Chromosome- 7 GaiN/10 10SS.......ccuiiiiieiiiieiiieieeieeetee ettt ettt e b ere e e ebeeveesaeeeanean 11
L2 T N 2% T U U 12
LE 3 T 3 7 2N U 13
L T 15 ) Y TR 14
(15)  FGEFRI .ttt sttt sttt ettt et b e bbb e benne e 15
(16)  FGEFR2 ..ottt ettt ettt ettt et e s b e esse st esbesseenseeneensesseensessaensenseans 16
(17) FGFRA ...ttt ettt ettt et e st e b et et et e st ense st e st eneeseaneeseeseeseasensenne 17
(18) KT ettt ettt ettt te et e et e et e eteea e et et e s e sensensensensenseneeneeneeseeseeseaseasensenns 18
(19)  KRAS ettt ettt et ettt e et s e e et e et e et e s e s e s e s et e s et eneeneeneenteneeneeseasennenns 19
20 T 0 2 TR 20
(62 TV ' OO 21
(22) MY BLI ettt ettt ettt ettt b bt bbb nae e 22
(23) MY C ettt ettt ettt ettt et e b e s et et et et e st e st st eneeneeseeseeseesenenne 23
(24) MY CN ettt ettt ettt ettt e et e et e et e et et e s et e s et entent et eneeneeneeneeneeneeneeseesenns 24
L0723 T A\ S U 25
(02 TR N[O 1 K] I OO 26
(27)  NTREKZ ..ttt ettt ettt sttt ettt et e e e et et et et e st e st e bt ebeebeebeebenaenee 27
(28)  NNTRIEK S ...ttt ettt ettt te et e e teetesseebeebesbessessessensessensessessessessessaseeseeseasesenns 28
(29)  PDIGFRA ...ttt ettt ettt st e et e st e b et et e s et entenseneeneeneeneeneeseeseeseesenne 29
LS 10) T = 21 € 1 TSR 30
L2 T a1 T N OO 31
(32)  PPMID ettt ettt ettt ettt n bbb e nae e 32
(33)  PTEN .ttt st sttt ettt et et et et s bbbt bbb n e e 33
(34)  PTPNI ettt ettt ettt sttt e b e b et e s e st esbe st esseneeneeneeseeneeseeseasensenns 34
(35)  RBI ottt ettt t ettt sttt e et nt st st st neeneeseeseenenne 35
(30)  TIOP3A ..ottt ettt ettt ettt et et et et et et et et et ent e st ene st st eneeneeneenenee 36
(27 T a1 3 1 U 37
L2231 OO 38

(39)  CRELT oo eeeee e eeeee e e s e eese e e s e s ee e s s seeesee e seseeenen 39



(1

100:
All Glioblastomas
-~ — Ki-67 <30 %
o~ - Ki-67 >= 30 %
2 Log-rank
§ p=0.36
o 501
o
©
2
S 25
(7))
-
O-
0 20 40 60 80 100 120
Months
- 62 21 9 4 2 1 1
- 73 22 6 2 1 1 0



(

[\D)
-’

100;

Survival probability (%)

75

90

25

Log-rank
p=0.17

All Glioblastomas

== NeuN Negative
== NeuN Positive

60
26

20

14
12

=N

80 100 120
0 0 0
1 1 1



(

I
~—

100;

Survival probability (%)

75

90

25

All Glioblastomas
== Syn Negative
== Syn Positive
Log-rank
p=0.23
0 10 20 30 40 50 60
Months
16 11 6 3 3 2 2
56 38 16 6 0 0 0



(

=
-’

100;

Survival probability (%)

75

90

25

Log-rank
p=0.81

All Glioblastomas

== Oligo2 Negative
== Oligo2 Positive

SN
0 10 20 30 40 50 60
Months
7 5 1 1 0 0 0
77 50 24 12 4 3 1



(

wn
~—

100;

Survival probability (%)

N
il

o
o

N
il

Log-rank

p=0.075

All Glioblastomas

== ATRX Negative
== ATRX Positive

T
0 10 20 50 60
Months

6 5 4 3 1
61 40 18 8 3 1



(

=)
~'

1001
All Glioblastomas
9 - S ree
2 75 - S- ositive
2
§ Log-rank
o 50{ L\ p=0.46
o i
©
>
S 25
(7))
ol -
0 10 20 30 40 50 60 70 80 90 100 110 120
Months

- 3 2 1 1 1 1 1

0
- 117 75 39 21 11 7 4 3

N O
N
-
-
-



(

|
-’

100;

Survival probability (%)

75

90

25

All Glioblastomas

== GFAP Negative
== GFAP Positive

Log-rank
p=0.57
0 20 40 60 80 100 120
Months
3 2 0 0 0 0 0
134 42 15 6 3 2 1



8)
100
All Glioblastomas
) == No TERT promoter mutation
é 75 == TERT promoter mutation
£
§ Log-rank
o 501 - p =092
o !
®
2
S 25
1))
01
0 20 40 60 80 100 120
Months
- 38 13 S 2 1 0 0
= 107 34 13 S} 2 2 1



(

\o
-’

100;

Survival probability (%)

75

90

25

Log-rank
p=0.71

All Glioblastomas

== EGFR Wildtype
== EGFR Amplification

I1
0 20 40 80 100 120
Months
23 5 2 0 0 0
32 11 3 1 1 1



(10)

1001
All Glioblastomas

o == CDKN2A/B Wildtype
é 75 == CDKN2A/B homozygous deletion
2
'S
S
o 50
o
©
2
S 25
7))

O_ |

0 20 40 60 80 100 120
Months
= 13 S 3 1 1 1
- 32 8 3 1 0 0 0

10



(11)

100;

Survival probability (%)

75

90

25

Log-rank
p=0.14

All Glioblastomas

== No chromosome- 7 gain/10 loss
== Chromosome- 7 gain/10 loss

0

10 20 30
3 3 2
30 14 7

a N

~ O

Months

0
3

0
3

—

40 50 60 70 80 90

—

100 110 120
0 0 0
1 1 1

11



(12)

1001
All Glioblastomas
g . TR e,
2
§ Log-rank
O 501 s v p=0.18
o 1 T
©
2
S 25
(7))
0 20 40 60 80
Months
- 48 18 8 2 0
- 67 19 5 1 0

12



(13)

100
All Glioblastomas

9 — BRAF Altorgon
2 Log-rank
§ p=0.39
© 501 ol
S |
© |
2 |
5 25,
n i

N — T

0 20 40 60 80 100 120
Months
- 15 3 2 1 0 0 0
- 38 15 6 3 1 1 1

13



(14)

100;

Survival probability (%)

75

90

25

All Glioblastomas
— CDKG6 Wildtype
== CDK®6 Alteration
Log-rank
p=0.14
| L
0 20 40 60 80 100 120
Months
6 4 3 1 0 0 0
47 14 5 3 1 1 1

14



(15)

100
All Glioblastomas
9 — FGFRA Alteraon
2 Log-rank
§ p=0.84
o 501
o
©
2
5 25,
0 ! |
0 20 40 60 80 100 120
Months
- 31 9 5 2 1 1 1
- 22 9 3 2 0 0 0

15



(16)

100
All Glioblastomas
< — FGFR2 Alteraion
~ 751
2 Log-rank
§ p=04
© 501 e
Q. )
© i
2 E
5 25,
w .
— Y
O_ H
0 20 40 60 80 100 120
Months
- 16 9 4 1 0 0 0
- 37 9 4 3 1 1 1

16



(17)

100
All Glioblastomas
< — FGFR4 Aftorason
~ 751
2 Log-rank
§ p=0.23
o 50
S
©
2
S 25
N
O-
0 20 40 60 80 100 120
Months
- 37 13 8 4 1 1 1
- 16 5 0 0 0 0 0

17



(18)

100
All Glioblastomas
< — KIT Altorgon
2 Log-rank
§ p=0.86
© 501
S
© :
2 |
5 25,
K i l-,l_‘-\_lI
0- |
0 20 40 60 80 100 120
Months
- 29 10 5 0 0 0
- 24 8 3 1 1 1 1

18



(19)
100

75

90

25

Survival probability (%)

Log-rank
p=0.36

All Glioblastomas

== KRAS Wildtype
== KRAS Alteration

26
27

N O

100

—

120

—

19



(20)

100
All Glioblastomas

S — MET Aftorason
2 Log-rank
§ p=0.79
© 501
S
© |
2 |
5 25,
n i

N —

0 20 40 60 80 100 120
Months
- 22 8 4 2 0 0 0
- 31 10 4 2 1 1 1

20



21)

100
All Glioblastomas
< — MY Aftorason
2 Log-rank
§ p=0.14
o 50
S
©
2
S 25
N
O.
0 20 40 60 80 100 120
Months
- 21 10 0 0 0

N O
-
-
-
-

21



(22)

100:
All Glioblastomas
_— = MYBL1 Wildtype
o~ = MYBL1 Alteration
~ 75
2 Log-rank
§ p=0.3
O 50 5
(o8 Lo
©
2
S 25
(V)]
0 _L‘_ll

0 20 40 60 80 100 120
Months
- 31 12 6 1 1 1
- 22 6 2 1 0 0 0

22



(23)

100
All Glioblastomas
< — MY Aftorason
2 Log-rank
§ p=0..85
o 501
o
©
2
5 25,
n i
ol ]
0 20 40 60 80 100 120
Months
- 37 11 6 4 1 1 1
- 16 7 2 0 0 0 0

23



(24)

100
All Glioblastomas

< — MYGN Altorgon
2 Log-rank
§ p=0.11
o 50
S
©
2
S 25
N

O.

0 20 40 60 80 100 120
Months
- 43 16 4 1 1 1
= 10 2 1 0 0 0 0

24



(25)
100

75

90

25

Survival probability (%)

Log-rank
p=0.74

All Glioblastomas

== NF1 Wildtype
== NF1 Alteration

40 60 80
Months
7 4 1
1 0 0

100

—

120

—

25



(26)

100:
All Glioblastomas
-_ — NOTCH1 Wildtype
o~ = NOTCH1 Alteration
~ 75
2 Log-rank
§ p=0.26
o 50
(o8
©
2
S 25
(V)]
_L\_II
0

0 20 40 60 80 100 120
Months
- 35 11 5 2 0 0 0
- 18 7 3 2 1 1 1

26



27)

100
All Glioblastomas
< — NTRK2 Aftoragon
~ 751
2 Log-rank
§ p = 0.087
o 50
S
©
2
S 25
N
O-
0 20 40 60 80 100 120
Months
- 26 12 5 4 1 1 1
- 27 6 3 0 0 0 0

27



(28)

100
All Glioblastomas
< — NTRKS Aftoragon
~ 751
2 Log-rank
§ p=0.52
© 501
S
©
2
S 25
N
O-
0 20 40 60 80 100 120
Months
- 32 12 5 4 1 1 1
- 21 6 3 0 0 0 0

28



(29)

100:
All Glioblastomas
- — PDGFRA Wildtype
o~ = PDGFRA Alteration
~ 75
2 Log-rank
§ p=0.97
© 501 oy
o i
©
2
S 25
n —|_'l_[
1 |
0 1
0 20 40 60 80 100 120
Months
- 26 9 4 2 1 1 1
- 27 9 4 2 0 0 0

29



(30)

100
All Glioblastomas
< — PECS Aftorason
~ 75
2 Log-rank
§ p=0.71
o 501
o i
© i
2 !
5 25,
n i
] .
0 1
0 20 40 60 80 100 120
Months
- 27 10 6 3 0 0 0
- 26 8 2 1 1 1 1

30



(31

100
All Glioblastomas
< — PRGCA Aftorason
2 Log-rank
§ \H p=0.76
© 501
= .
©
2
S 25
N
O. I
0 20 40 60 80 100 120
Months
- 20 7 4 2 0 0 0
- 33 11 4 2 1 1 1

31



(32)

100
All Glioblastomas

9 — PEM1D Aftoragon
~ 751
2 Log-rank
§ p = 0.41
o 50 .
o :
© i
2 E
£ 25
n i

0- E

0 20 40 60 80 100 120
Months
- 37 14 6 1 1 1
- 16 4 2 1 0 0 0

32



(33)

100
All Glioblastomas

S — PTEN Altorogon
~ 751
2 Log-rank
§ p=0.25
o 501 iy :
. i
© i
2 |
£ 25 e ‘
n i

0 e L

0 20 40 60 80 100 120
Months
- 14 7 5 2 0 0 0
- 39 11 3 2 1 1 1

33



(34)
100

75

90

25

Survival probability (%)

Log-rank
p=0.29

All Glioblastomas
== PTPN11 Wildtype

== PTPN11 Alteration

39
14

40 60 80
Months
7 4 1
1 0 0

100

—

120

—

34



35)

100
All Glioblastomas
< — RB1 Altergon
2 Log-rank
§ p=0.91
o 50
S
©
2 !
5 25,
n i
- g
O_ H
0 20 40 60 80 100 120
Months
- 21 8 3 1 0 0 0
- 32 10 5 3 1 1 1

35



(36)

100
All Glioblastomas
< — TOP3A Altorason
~ 751
2 Log-rank
§ p=023
© 501
Q. i
© i
2 E
5 25,
n i
. .
O_ H
0 20 40 60 80 100 120
Months
- 27 11 6 3 1 1 1
- 26 7 2 1 0 0 0

36



(37)
100

75

90

25

Survival probability (%)

Log-rank
p=0.35

All Glioblastomas

== PIK3R1 Wildtype
== PIK3R1 Alteration

40 60 80
Months
8 4 1
0 0 0

100

—

120

—

37



(38)

100
All Glioblastomas
< — T8C2 Altorgon
2 Log-rank
§ p=0.96
o 501
S E
©
2
S 25
N
O.
0 20 40 60 80 100 120
Months
= 50 17 4 1 1 1
= 3 1 1 0 0 0 0

38



(39)
100

75

90

25

Survival probability (%)

Log-rank
p=0.27

All Glioblastomas

== chr17 Wildtype
== chr17 Alteration

N

60
Months

NN

80

—

100

—

120

—

39



