Supplementary Figure 3. Kaplan—Meier curves showing no significant effects of certain genetic and

immunohistochemical alterations on the overall survival of patients with molecular glioblastomas
(1-31). Since the numbers of patients divided into two groups (e.g. FGFR1 Wildtype/FGFR1

Alteration) using different parameters varied, we only enrolled the parameters using which the

number of patients in either group was above 3. Parameters used in this section were shown as

follows.
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