Description of Additional Supplementary Files:

Supplementary Data 1. The multiple correspondence analysis of 386 different plasmids which may
be targeted by the CRISPR-Cas system in five of the strains containing ISs in their cas genes. Numbers
inside the table represent the GenBank accession numbers.

Supplementary Data 2. Taxonomic analysis of 163 cases of ISs transpositions into cas genes.

Supplementary Data 3. The sample size information for supplementary figure 16.

Supplementary Data 4. The sample size information for supplementary figure 17.

Supplementary Data 5. The sample size information for supplementary figure 19.

Supplementary Data 6. The sample size information for supplementary figure 21.



