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. Metabolites on the x-axis are annotated according to the pathway annotat
d on their taxonomic class. Clustering is based on the regression coefficient derived from the relation between metabolite levels
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Suppl. Figure 6. Heatmag showing co-occurrence of metabolites and bacteria in faeces. Heatmap showing two distinct patterns between the presence

of bacteria and the levels &f metabolites

bacteria are annotated bag

and detection/absence of?’@ species in faecal samples. Red cells indicate pos

ficant associations. For readability, only the labels of certain metabolites are shown.
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