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Raw data - 2 blots (bn11'12) with 3 GAP1-Cub-GST SHR3 shr3-35 SHR3A94
biological and technical replicates to Nub SHR3 shr3-35 SHR3A4 replica1 23 123 123 1 2 3
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bA, shr3-35-NubA and Shr3A94 with 30_‘“' b i1 —
Gap1-Cub. Blots developed with a-HA; T 2 3 L
quantitative data plotted in lower panel replicates 1 of each strain bn12 i "
bn11 bn12 technical replicates of
n 3 biological replicates
Agp1 Bap2
Raw data - 2 blots (bn13-14) with 3 SHR3  shr3-35 SHR3A94 SHR3  shr3-35 SHR3A94
biological replicates to quantitate
split-Ubi interactions between Shr3-Nu-
bA, shr3-35-NubA and Shr3A94 with B e hd B e - o e (D WS W T G G
Agp1-Cub, and Bap2-Cub. Blots
developed with a-HA; quantitative data
plotted in panels Fig. 4E.
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Raw data - 3 blots (bn15-17) with 3 Gnp1 Lyp1 Ssy1 Gnpil.. Lypl ' Ssyi Gnp1 Lyp1 Ssy1 Ssy1
biological replicates to quantitate - -
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bA (1), shr3-35-NubA (2) and Shr3A94
(3) with Gnp1-Cub, Lyp1-Cub and
Ssy1-Cub. Blots developed with a-HA;
quantitative data plotted in panels Fig.
4E, 4F and 4G, respectively.
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Raw data - 2 blots (bn18-19) with 3 Cani Can1 Cant replica 2 3
biological replicates to quantitate i I N Cand
split-Ubi interactions between Shr3-Nu- -Q. e e
bA (1), shr3-35-NubA (2) and Shr3A94 ..-"' - - - SEWEE = cme -
(3) with Can1-Cub. Blots developed
with a-HA; quantitative data plotted in
panel Fig. 4G.
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Raw data - 3 blots (bn20-22) with 3 Gap1l Gal2 Gap1 Gal2 Gap1 Gal2

biological replicates to quantitate
split-Ubi interactions between Shr3-Nu-
bA (1), shr3-35-NubA (2) and Shr3A94
(3) with Gap1-Cub and Gal2-Cub. Blots
developed with a-HA; quantitative data
plotted in panels Fig. 4D and 4H,
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Raw data - 2 blots (bn23-24) with 3 Hxt1 - technical replica 1 Hxt1 - technical replica 2
biological and 2 technical replicates to replica 1 2 3 1 2 3
quantitate split-Ubi interactions
between Shr3-NubA (1), shr3-35-NubA rag——
(2) and Shr3A94 (3) with Hxt1-Cub. SEBe - an®
Blots developed with a-HA; quantitative
data plotted in panel Fig. 4H.
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