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Raw data - 1 blot (bn45) with 3 biological replicates

replicates 3 used
to prepare Fig. S4

split Ub: SHR3-Cub and GAP1 & gap1-ERX; SSY1 & ssy1-ERX
biological replicates 1, 2 & 3

blot developed with α-HA
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Effect of ER exit motif mutations on Shr3-AAP interactions.  
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