Additional file 7. Overview of Bovine narmovirus-1 (Bulang virus) phylogenies
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Fig 7.1. Maximum likelihood phylogenies of Bovine narmovirus-1 (Bulang virus). All phylogenies
were performed with the amino acid sequences. Trees are midpoint rooted. Bovine narmovirus
1 groups within the Narmovirus genus, from small mammals, bats and rodents’ hosts. Fusion
protein phylogeny shows a different grouping. The genomic organization of the virus is shown at
the bottom of the figure, the protein coding segments used to construct the phylogenies are

coloured in red.



7.2. Bovine narmovirus-1 (Bulang virus)— L protein
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7.3. Bovine narmovirus-1 (Bulang virus)— Nucleoprotein

I A
YP_009094332_Salem_virus

YP_009094110_Tailam_virus
YP_512244_Beilong_virus
AVM86040_Pohorje_myodes_paramyxovirus_1
YP_338075_J-virus
YP_009666848_Mount_Mabu_Lophuromys_virus_2
YP_009666840_Mount_Mabu_Lophuromys_virus_1

AYM47542_Bat_paramyxovirus
4' 100

Ll AGUB69450_Miniopterus_schreibersii_paramyxovirus

95

QKZ93212_Belerina_virus

_: NP_958048_Mossman_virus
96

100 ATW63184_Bank_vole_virus

YP_006347582_Nariva_virus

NP_054690_Tupaia_paramyxovirus

— 97 49 Bulang_virus_bovine_Australia_p0.4_2019

NP_112021_Nipah_henipavirus

NP_047106_Hendra_henipavirus
YP_009094081_Cedar_virus

YP_009091833_Bat_Eid_hel_GH-M74a_GHA_2009

—l 61 YP_009094088_Mojiang_virus

I AWX68683_Crotalus_paramyxovirus

100
L

NP_899654_Reptilian_ferlavirus

I > —~ |

YP_009094144_Salmon_aquaparamyxovirus

APL98131_Bat_paramyxovirus

0.9



7.4. Bovine narmovirus-1 (Bulang virus)— Matrix
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7.5. Bovine narmovirus-1 (Bulang virus)— Phosphoprotein

29

29

—|87

53

56

54

YP_009094335_Salem_virus

100

58 AVM87381_Reptilian_ferlavirus

ATW63185_bank_vole_virus_1
_| 100
QHG11390_Paramyxovirus_sp

99

99

NP_958049_Mossman_virus

95

YP_006347583_Nariva_virus

100

NP_054691_Tupaia_paramyxovirus

Bulang_virus_bovine_Australia_p.04_2019

YP_009094111_Tailam_virus
_E°°
YP_512245_Beilong_virus

p—1 03

AVM86041_Pohorje_myodes_paramyxovirus_1

95

100

YP_338076_J-virus

YP_009666849_Mount_Mabu_Lophuromys_virus_2

BBG92169_Feline_paramyxovirus_163
85 _| o8
YP_009666841_Mount_Mabu_Lophuromys_virus_1

I — AIF74187_Bat_paramyxovirus

Q

KZ93213_Belerina_virus

YP_009094089_Mojiang_virus

42

71

p— Q) §

— ]

AKE47617_Hendra_henipavirus

QBQ56717_Nipah_henipavirus

YP_009091834_Bat_Eid_hel_GH-M74a_GHA_2009

YP_009094082_P_Cedar_virus

0.7

AWX68685_Crotalus_paramyxovirus
100
ARJ32391_P_Anaconda_paramyxovirus

AYN62582_Salmon_aquaparamyxovirus



7.6. Bovine narmovirus-1 (Bulang virus)— Fusion protein
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