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- Accession codes, unique identifiers, or web links for publicly available datasets
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- For clinical datasets or third party data, please ensure that the statement adheres to our policy
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All data are available without restrictions. Visium RNA-seq data that support the findings of this study have been deposited in Gene Expression Omnibus (GEO)
public database with the accession code GSE231711 (https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE231711).
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A power analysis was used to determine the sample size number for the animals studies.

No data was excluded from the analysis

Animals studies were performed in multiple groups at separate times, such that each strain was assessed in at least 2 independent
experiments. Replication attempts were successful. Visium analysis was performed on 3 infected and 2 naive mice per strain.

Randomization was not applicable to these studies. Experiments included age-matched mice of both sexes. Animals were housed and handled
under the same conditions.

Pathologists were blinded to the study sample IDs in their assessment of lung and brain pathology.




