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This paper provides a novel parallel toolkit named BigSeqKit to manipulate FASTA and FASTQ files. 

BigSeqKit takes advantage of the IgnisHPC to run on the distributed and local environment. And It takes 

advantage of the distributed performance of IgnisHPC to optimize various operations of seqkit, and 

provides some new functions. Moreover, it solves the data dependency problem of some commands in 

a distributed environment. BigSeqKit is tens to hundreds of times faster than several state-of-the-art 

tools. At the same time, BigSeqKit is easy to use and install on any kind of hardware platform (local 

server or cluster), and its routines can be used as a bioinformatics library or from the command 

line.Questions:1. In Figure 4. the locate operation is an independent operation according to the paper. 

But in D4, with 256 cores, why did it only achieve a 50x speedup?2. Different data of the same type have 

very different speedups, for example, locate operation on dataset D1 and D3, can you explain why?3. 

How BigSeqKit ensure the integrity of the division data? For example, how to solve if a FASTQ sequence 

is divided into two partitions?4. In the conclusion section, the authors say: "Considering an 8-nodes 

cluster, BigSeqKit is even faster, reaching speedups higher than 100Ã—", but only one data reaches 

speedup over 100x, why? 
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