Supplemental Figure 1

RIS group SARC group

Inclusion criteria:
year: 2000-2022
location: head and neck (mainly)
histology: FS and OS (mainly)
samples for sequencing:
FFPE, blood, cryopreserved tissue
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Patients included:
Clinical data: n=144
WES: n=46
mRNA-seq: n=16

Patients included:
Clinical data: n=123
WES: n=48
mRNA-seq: n=8
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Supplemental Figure 1. The flowchart showing patient screening and identification, and analysis steps for
mRNA-seq and WES data. FS: fibrosarcoma; OS: osteosarcoma.



