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Supplemental Figure 2. RNA-seq analysis between RIS and RIS groups and some subtypes.
(A) Venn plot showing differentially expressed genes (DEGs) of FS and OS subtype comparison 
between RIS and SARC groups.
(B) Volcano plot showing up-regulated and down-regulated genes in the RIFS group 
versus the RIOS group.
(C) GO pathway enrichment of mRNA-seq between the RIS group and SARC group, and 
between the RIFS and RIOS subtypes. 
(D) Relative abundances of activated immune cells and immunosuppression-related cells in 
subtypes of RISs and primary sarcomas.


