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Supplemental Figure 4. The landscape of copy number variants and results for blood detection.
(A)Top genes in copy number changes in RIS and SARC groups filtered by COSMIC gene list.
(B)Top genes in copy number changes in RIFS and FS subtypes.
(C)Top genes in copy number changes in RIOS and OS subtypes.
(D and E）Flow cytometry (D) and ELISA (E) results of immune cells and cytokines in peripheral blood from patients.


