
FDRPNESFDRPNESFDRPNESPathway
0.000≤0.001-3.130.000≤0.0013.100.000≤0.0013.19RIBOSOME
0.000≤0.001-2.470.000≤0.0012.260.000≤0.0012.41DNA REPLICATION
0.000≤0.001-2.340.000≤0.0012.080.000≤0.0012.34SPLICEOSOME
0.001≤0.001-2.000.001≤0.0011.880.000≤0.0012.19RNA_POLYMERASE
0.000≤0.001-2.210.000≤0.0012.140.000≤0.0012.13MISMATCH_REPAIR
0.000≤0.001-2.080.001≤0.0011.910.001≤0.0011.97CELL_CYCLE
0.0090.003-1.780.001≤0.0011.900.006≤0.0011.83NUCLEOTIDE EXCISION REPAIR
0.0790.002-1.540.038≤0.0011.600.015≤0.0011.74PURINE METABOLISM
0.3330.091-1.260.1600.0301.420.0160.0021.73OOCYTE MEIOSIS
0.026≤0.001-1.670.003≤0.0011.800.015≤0.0011.72PYRIMIDINE METABOLISM
0.001≤0.001-1.990.000≤0.0012.090.0200.0041.68BASE EXCISION REPAIR
0.2130.078-1.360.0310.0061.630.019≤0.0011.68RNA DEGRADATION

0.1530.0621.460.0200.0041.66LINOLEIC ACID METABOLISM
0.0380.0151.59ARACHIDONIC ACID METABOLISM
0.063≤0.0011.52WNT SIGNALING PATHWAY

FDRPNESFDRPNESFDRPNESPathway
0.010≤0.0011.850.006≤0.001-1.98≤0.001≤0.001-2.34ABC TRANSPORTERS
0.002≤0.0012.010.006≤0.001-2.02≤0.001≤0.001-2.28CITRATE CYCLE -TCA CYCLE
≤0.001≤0.001≤0.001≤0.001≤0.001-2.20PEROXISOME
0.001≤0.0012.11≤0.001≤0.001-2.37≤0.001≤0.001-2.19OXIDATIVE PHOSPHORYLATION
0.004≤0.0011.930.002≤0.001-2.12≤0.001≤0.001-2.14PARKINSONS DISEASE

≤0.001≤0.001≤0.001-2.10PPAR SIGNALING PATHWAY
≤0.001≤0.001≤0.001-2.08FATTY ACID METABOLISM

0.005≤0.001-2.03≤0.001≤0.001-2.07GLYCOLYSIS GLUCONEOGENESIS
≤0.001≤0.001≤0.001-2.07RETINOL METABOLISM

0.004≤0.0011.95≤0.001≤0.001-2.17≤0.001≤0.001-2.02ALZHEIMERS DISEASE
≤0.001≤0.0012.28≤0.001≤0.001-2.32≤0.001≤0.001-1.98FRUCTOSE/MANNOSE METABOLISM
0.0230.0101.720.0020.002-1.92AMINO SUGAR/NUCLEOTIDE SUGAR METAB.

0.0060.006-1.85GLYOXYLATE/DICARBOXYLATE METAB
0.0080.0051.890.006≤0.001-1.84SPHINGOLIPID METABOLISM

0.0060.002-1.82BUTANOATE METABOLISM
≤0.001≤0.0012.120.1330.058-1.530.0080.008-1.80OTHER GLYCAN DEGRADATION

0.1380.033-1.480.0100.004-1.78PENTOSE PHOSPHATE PATHWAY

Fig S2 3 months     12 months      12 month
NWD1 v AIN      NWD1 v AIN        cross over back

to AIN 


