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Fig. S6. D2-like receptors activation. a Toggle switch induced by agonist binding in D2R, 
D3R, and D4R. b Conformational change of PIF motif in D2R, D3R, and D4R. c Conformational 
change of DRY motif in D2R, D3R, and D4R. d Rotation of the NPxxY motif in D2R, D3R, and 
D4R. e The breaking of TM3-TM6 ion lock of D2R, D3R, and D4R.
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