Supplementary information, Fig. S7
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Fig. S7. ICL2-G protein interaction of dopamine receptors. a Super position of the ICL2-G
protein structure of the five dopamine receptor-G protein complexes. b D1R ICL2-G protein interac-
tion. ¢ D2R ICL2-G protein interaction. d D3R ICL2-G protein interaction. e D4R ICL2-G protein
interaction. f D5R ICL2-G protein interaction. g ICL2 sequence alignment of dopamine receptors,
which generated on GPCRdb'.
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