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Supplementary Fig. 1. Treatment with si-CP1 or si-CP4 decreased inflammation-related signaling and fibrosis-related signaling in the 
mouse model of P.U. Protein expression was measured by western blot analysis on day 10 after wound creation. (A) CPEB1 or CPEB4 
siRNA decreased phosphorylation of SMAD2 in wound tissues compared to si-Ct. (B) CPEB1 or CPEB4 siRNA decreased phosphoryla-
tion of SMAD3 in wound tissues compared to si-Ct. (C) CPEB1 or CPEB4 siRNA decreased expression of α-SMA in wound tissues com-
pared to si-Ct. (D) CPEB1 or CPEB4 siRNA decreased phosphorylation of TAK1 in wound tissues compared to si-Ct. (E) CPEB1 or CPEB4 
siRNA decreased expression of TNF-α in wound tissues compared to si-Ct. (F) CPEB1 or CPEB4 siRNA decreased expression of IL-6 
in wound tissues compared to si-Ct. Data are expressed as mean±standard error (n=10). si-Ct: negative control siRNA, si-CP1: CPEB1 
siRNA, si-CP4: CPEB4 siRNA, P.U.: pressure ulcer. *p<0.05 for comparison with si-Ct.
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