
1 10 20 30 40   X  X  X  X  X
BgAVE_4843         c                                                         A A  A       A                   A  DEEF   A  A               C                                                         F            I                   P  PS     S          ...NYV R YGLEITPD.Q R.......KAFSTFFRRDV GF  FARDK FYSNEPINI.

BgLOL_1493         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       L                      P  E   T  Y       ...DLR E SL KTFTMVK LTGFL...YDLELESHTNILSD KR VVE RR SEMVGS.

Bgtv316_251         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y            I                   P  G      T  F       ...TQV T YRSQPLSKAL DDLAR...YATADQVYEND GY DRQVHK HR SKNKDA.

Bg_DAC_2147         c                                                         B B  B       B                   B  KddG   B  B               C                                                         F            I                   P  PNGE      F       ASLNSY V GQEILLSS.E HNCES...VYFYSNAEADD TG    QFSAFR TKKAYN.

Bgtv316_8331         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y            I                   P    GE   S  F       ...EEN E KSDQTFCYSC SSLGL...SDFNSYIEKGE LFVG  IYG HQ TINSLD.

Bg_DAC_5942         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y            V                   P  P GE   S  F       ...EPY K NNNQNFYLST KAKAE...YATATLSENIR HV D  TRN YM QVDSSE.

Bg_SECS1459_2519         c                                                         B B  B       B                   B  KddG   B  B               C                                                         F    G       V                   P  P GE      F       ...LFE K NS EIVSENL RSNGG...AASFCECREGD AP A  WFGVKR VSQANDG

Bg_DAC_7322         c                                                         B B  B       B                   B  KddG   B  B               C                                                         F    G       V                   P  P GE      F       ...LFE K NS EIVSENL RSNGG...AASFYECREGD AP A  WFGVKR VSQANDG

BLGH_07092         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PTG               ...NLY K DV DSVNLEE LNMDC...DAALTENRDEH RI   NHTSLIFSPKELVEI

BLGH_03262         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y            I                   P  P G    S          ...EGY K PSDNKLKESE MEYQH...LASPDNNKSSH KP A QTCS YTLSSNPYGI

Bg_DAC_7757         c                                                         B B  B       B                   B  KddG   B  B               C                                                         F    G       I                   P  PTGE      F       ...MGH R GQ DPLSVGE WDIANDDDGKFLTENREEH AT    SPIAYF TKGLGQG

Bgtv316_434         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PTGE   S  F       ...DRH T VH RIVSEKE LEEAG...MAYDTVPYHDH PT    TYK IL SRFLNDN

BLGH_00697         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y            V                   P  PTGE   S  F       ...NRY K ELSDPVSEAD IKMVS...DRTLEKNADIH KV    SHK YM MKRTYAN

BLGH_00698         c                                                         B B  B       B                   B  KddG   B  B               C                                                         F    G       V                   P  PT E   S  F       ...NRQ K DD NPMSLED NKKAC...NSAFVENIDKH NV  E SHK YL AQRTYAN

BLGH_00700         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       A                   P   TGE   S  F       ...NQH K DD DPVGVEE QSMED...DCASTKNLDEH AIL   SHK YL ARRVYLN

Bgtv316_451         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       A                   P  PTGE   S  F       ...NRH I DR DPIDEVV LRAMN...NAFMIEHSHEH AI    PQW FF TKSLNAH

Bgtv316_450         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       A                   P  PTGE   S  F       ...NRH I DR DPIDEVV LRTMN...NAFMIEHSHEH AI    PQW FF TKSLNAH

Bg_DAC_368         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PT E   T          ...NLQ R EI DPITESQ LETVN...KSFLIDNSPQH AI  T PHK YFSTRPWSGS

Bgtv316_445         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PT E   T          ...NRE K ES DPLLESQ FAMET...ERFTIPNSHEH AI  L PHK YFSMRSLNPY

Bgtv316_452         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       I                   P  PSG    S          ...YPH Q EH ELLSVQE IDLSV...NVKTRHNQDDH AI   QPCK YTISGPAGPY

Bg_SECS1459_1061         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       I                   P  PSG    S          ...YPH Q EH ELFSVQE IDLSV...NVKTRHNQDDH AI   QPCK YTISGPAGPN

BLGH_05881         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PTGE   S  F       ...NLH R PY DPFSVEE LRLSN...GHSERYNRNSD TI    NYT AL SKPLDKT

BLGH_05875         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  P G    S  F       ...SKQ R PR DPISKED LRYSK...GHSESFNLDEY LT A KKYS TY TSPLGAP

BLGH_05877         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PTGD   S  F       ...SLQ R DR DPLSLED LKSAT...GKPENKFRKEQ AI    KYS IY TKSVDSN

BLGH_05876         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PT E   S  F       ...SLQ G EL DLVSMEL LRLSS...GHNESHNRDGN AI  R KYT TS TKKLSAI

BLGH_05882         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       V                   P  PTGE   S  F       ...SIQ R PR DVVSMDM LHYSS...DHNERYNRDEY LI    NYT TT RNERDSM

BgLOL_2299         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       I                   P  PTGE   S  F       ...DRY R KR LDISEKE ISKAN...LARIEDNDPKG SI    PYI LI LVQATPG

Bgtv316_449         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       I                      PTGE   S  F       ...KRH K DH RPFSEEY ISKAR...YASADDNRYGNLAV    SYI LF ANPLLKN

Bg_DAC_4448         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       I                      PTGE   S  F       ...KRH K DH RPFSEEY ISKAR...YASADDNCYGNLAV    SYI LF ANPLLKN

BgTRIT_T1-20_191         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       I                   P  PT E   S  F       ...NRQ K PS DTFEEAT MDLAN...KAREENNRDSH GI  H SCK YF TRKIPGD

Bg_DAC_3411         c                                                         B B  B       B                   B  KddG   B  B               C                                                         Y    G       I                   P  PT E   S  F       ...NRQ K PS DTFEEAT MDLAN...KAREENNRDSH AI  H SCK HF TRKIPGD

Bgtv316_447         c                                                         B B  B       B                   B  KddG   B  B               C                                                         F    G       I                   P  PTGE   S  F       ...NGQ R PR DPFTMTR LEMAQ...QASIDDNLPSN AI    SCT YC SGPSRND

BgTRIT_T1-20_7341         c                                                         C C  C       C                   C  JIIH   C  C               C                                                         F    G       I                   P  PTGE   S  F       ...NGQ R PR DPFTMTR LEMAQ...QASIDDNLPSN AI    SCT YC SGPSRND

consensus>70 ......%.C..gd......i...................p..p.ge...s..f.......


50           60        70         80         90   X            X         X          X          X
BgAVE_4843                        DEEEF A A  A          A  A                                  YLI        W          Y  C           ..FPILKDGE...TTIEDKFNGP   WCRDDLD. GVYFLHT.YG ES EKNTA..YNGV

BgLOL_1493                        KdddG B B  B          B  B                                  Y IQL      Y          W  C           ..................AENKD K   TRKYPY RIYEWEN.RE KL PFRE.......

Bgtv316_251                        KdddG B B  B          B  B                                  YLIQI G               W  C           ..................TGSVD     V PQNTIMVFEYSS.HS LE PLS........

Bg_DAC_2147                        KdddG B B  B          B  B                                  YLIQL                                ..................GGIID     SNEHPYNR........................

Bgtv316_8331                        KdddG B B  B          B  B                                  YLIQ  G    Y          W  C           ..................GTSLK    SI VDPS QLFEASG.SL KI TFKNT......

Bg_DAC_5942                        KdddG B B  B          B  B                                  YLVQ  G P  Y          W  C           ..................FGANW    YK K RS FFYELGE.PD EE EYYAA......

Bg_SECS1459_2519                        KdddG B B  B          B  B                                  YLVQ                  W  C           SWSPHSFELAFANHNFRPPGFIR    HLNAYPYDILFEQTT.TG EE TMKIVLDRGRA

Bg_DAC_7322                        KdddG B B  B          B  B                                  YLVQ                  W  C           SWSPHSFELAFANHNFRPPGFIR    HLNAYPYDILFEQTT.TG EE TMKIVLDRGRA

BLGH_07092                        KdddG B B  B          B  B                                    L     P             W              VSYPA.................PTT VKLTV PRTRFSLLLTTSL VP............

BLGH_03262                        KdddG B B  B          B  B           GYFPHFSDIFLINRPFHN..........................................

Bg_DAC_7757                        KdddG B B  B          B  B                                  YLIQV G P  Y          W  C           A.................PQASA     Y D AY QVSQYID.WA RI RFVHIR.....

Bgtv316_434                        KdddG B B  B          B  B                                  YLVQV G P             W  C           Q.................QYIAS     Y S QKIQLSVFSE.KK KI SFVES......

BLGH_00697                        KdddG B B  B          B  B                                  YLVQV G P  Y          W  C           R.................PRITA     Y D KE QLSLHAG.GR HL SLEDES.....

BLGH_00698                        KdddG B B  B          B  B                                  YLLQV G P  Y          W  C           I.................PGLSA     Y D KK QLSQYSD.ME KV SLQDIR.....

BLGH_00700                        KdddG B B  B          B  B                                  YMIQV G P  Y          W  C           K.................PGISI     Y N KK QLSRHVD.KE IV SLQDIS.....

Bgtv316_451                        KdddG B B  B          B  B                                  YLLQV G P  Y          W  C           R.................LGIAC     Y D PN QLSQSFK.KE RL SLEDKS.....

Bgtv316_450                        KdddG B B  B          B  B                                  YLLQV G P  Y          W  C           R.................LGIAC     Y D PN QLFQSFK.KE RR SLEDKS.....

Bg_DAC_368                        KdddG B B  B          B  B                                  FLIQV G P  Y          W  C           E.................SGIAS     Y Q PK QVYQGVA.RG RL TLENGN.....

Bgtv316_445                        KdddG B B  B          B  B                                  YLVQV G P  Y          W  C           E.................PGVSS     Y E PK QVSQMST.EG KL T..........

Bgtv316_452                        KdddG B B  B          B  B                                  YLIQV G P             W  C           .................DETLLY     Y Q PKIQFSQKTE.NG KE SIINLV.....

Bg_SECS1459_1061                        KdddG B B  B          B  B                                  YLIQV G P             W  C           GWFSQLSDICLINCSSLDETLLH     Y Q PKIQFSQKTE.NG KE SIINLV.....

BLGH_05881                        KdddG B B  B          B  B                                  YIIQV G P  Y          Y  C           V.................FEVSG     Y N PK RLSVFVD.GR HV PLEEMQ.....

BLGH_05875                        KdddG B B  B          B  B                                  YVIQV   P  Y          W  C           L.................TYAAA     YDN PQ QLAQYNM.GV TV TLEESQ.....

BLGH_05877                        KdddG B B  B          B  B                                  FLLQV G P  Y          W  C           D.................IYHAA     Y D PQ QLSQYSE.EG GL DVEEIH.....

BLGH_05876                        KdddG B B  B          B  B                                  YLIQV G P  Y          W  C           D.................TRHVG     Y D PQ QLSQYSE.RG GV ALEESH.....

BLGH_05882                        KdddG B B  B          B  B                                  YLIQV G P  Y          W  C           E.................IFHID     Y D PQ QLSQLSN.GI NV SMEKSYRY...

BgLOL_2299                        KdddG B B  B          B  B                                   LLQV G P  Y          W  C           S.................IIRAAN    Y E KK QLSQNYM.GV EL TLVDNDV....

Bgtv316_449                        KdddG B B  B          B  B                                  YLIQV G P  Y          W  C           S.................LDLGC     Y Q PK QFSQYVD.NK KL TLESRS.....

Bg_DAC_4448                        KdddG B B  B          B  B                                  YLIQV G P  Y          W  C           S.................LDLGC     Y Q PK QFSQYVD.HK KL TLESRS.....

BgTRIT_T1-20_191                        KdddG B B  B          B  B                                  YLLQV G P  Y          W  C           D.................SKQYA     Y Q PT QFSQQFN.YG QQ SLENGS.....

Bg_DAC_3411                        KdddG B B  B          B  B                                  YLLQV G P  Y          W  C           D.................SRQYA     Y Q PT QFSQQFN.YG QQ SLENGS.....

Bgtv316_447                        KdddG B B  B          B  B                                   LLQV G P  Y          W  C           G.................TETYGH    Y Q PK QFSQHVG.GK EL TFENVS.....

BgTRIT_T1-20_7341                        JIIIH C C  C          C  C                                   LLQV G P  Y          W  C           G.................TETYGH    Y Q PK QFSQHVG.GK EL TFEN.......

consensus>70 .......................yl.qv.gdp......q......w..c...........


Multiple sequence alignment (MSA) of AVRA6 subfamily members



100X
BgAVE_4843 TFGQLMNG

BgLOL_1493 ........

Bgtv316_251 ........

Bg_DAC_2147 ........

Bgtv316_8331 ........

Bg_DAC_5942 ........

Bg_SECS1459_2519 PY......

Bg_DAC_7322 PY......

BLGH_07092 ........

BLGH_03262 ........

Bg_DAC_7757 ........

Bgtv316_434 ........

BLGH_00697 ........

BLGH_00698 ........

BLGH_00700 ........

Bgtv316_451 ........

Bgtv316_450 ........

Bg_DAC_368 ........

Bgtv316_445 ........

Bgtv316_452 ........

Bg_SECS1459_1061 ........

BLGH_05881 ........

BLGH_05875 ........

BLGH_05877 ........

BLGH_05876 ........

BLGH_05882 ........

BgLOL_2299 ........

Bgtv316_449 ........

Bg_DAC_4448 ........

BgTRIT_T1-20_191 ........

Bg_DAC_3411 ........

Bgtv316_447 ........

BgTRIT_T1-20_7341 ........

consensus>70 ........




1       10        20        30        40        50        60X        X         X         X         X         X         X
Bg_DAC_7352                     A A       A  A           A    DF  A A                       F C          L                D   P     MSRPTRPFLSPVPVPSQDFS R PNGMIYTKDH MQVVQTASQIMGLNRT EQY LRLIQ

BgTRIT_T1-20_2761                     B B       B  B           B    KG  B B                       Y C       V  I                 P  P G   .................YPH Q EHGELFS QE IDLSVNVKTRHN.QDDH AI S QPC

Bg_SECS1459_3368                     B B       B  B           B    KG  B B                       Y C          V                 P  P     .................NRE K ESGDPLLESQ FAMETERFTIPN.SHEH AI TLEPH

BgTRIT_T1-20_5798                     B B       B  B           B    KG  B B                       Y C       L  V                 P  P G   .................SLQ R DRGDPLS ED LKSATGKPENKF.RKEQ AI T DKY

Bgtv316_6193                     B B       B  B           B    KG  B B                                 L  I           A    DP    G   ........................NDLNIY SA DHHERPDFYSE .QPG  TDAQ NSC

Bgtv316_8282                     B B       B  B           B    KG  B B                       F C       L  I           A     P  P G   .................DSF L GRGRKLY SS DRHEKPHLYSA .QDGY LG N EKY

BLGH_06963                     B B       B  B           B    KG  B B                       F C       L  L                 P  P G   ..............SKLEPY L IEGRRIN SS D.............HGY LG N QQY

Bg_DAC_4561                     B B       B  B           B    KG  B B                       F C       L  I           A    DP  P G   ..............FLPGAY L SEDRKIF SA DHHENPEFYLD .EHD  LG D RRC

BLGH_07048                     B B       B  B           B    KG  B B                       F C       L  I           A    DP  P G   ..............FLPGAH L SEDRKIF SA DHYENPEFYLD .EHD  LG D RRY

BLGH_05403                     B B       B  B           B    KG  B B                       F C       L  I           A    DP  P G   ..............FLPGAH L SEDRKIF SA DHHENPEFYLD .EHD  LG D RRC

BLGH_07006                     B B       B  B           B    KG  B B                         C       M  I           A    DP  P     .................DGYHE SYGKVFP SE RHKLEFGNFED .RDT  TG NDEEY

Bg_DAC_226                     B B       B  B           B    KG  B B                       F C       L  I           A    DP  P G   .............DNGRPQF A RMGIHVH SD YRFEDVDYYKD .EPG  EG N ERY

Bg_DAC_2147                     B B       B  B           B    KG  B B                       F C          I           A    DP  P G   ................ADPY E SMNTAVSFSG IFYEQSHEYLD .EPG  EG N EIY

Bg_SECS1459_7718                     B B       B  B           B    KG  B B                       F C          I           A    DP  P G   ................ADPY E SMRTAISFSG LRCEKRHCYQD .EPG  EG N EIY

Bg_SECS1459_2049                     B B       B  B           B    KG  B B                       F C       I  I           A    DP    G   ..............DGHKSH Y DPGQSVY ED ERDEGSGYYTH .QPG  TGRT VPY

Bgtv316_8324                     B B       B  B           B    KG  B B                       F C       I  I           A    DP    G   ..............DGHKSH Y DPGQSVY ED ERDEGSGYYTH .QPG  TGRT VPY

BLGH_07087                     B B       B  B           B    KG  B B                       F C       I  I           A    EP  P G   ..............SKLDPY T SMGQIIY SV HRKEDKNYYRD .EPG  RG N EQY

Bgtv316_260                     B B       B  B           B    KG  B B                       F C       I  I           A    DP  P G   .............AFGPDAH L SQDHKIY SE HQQENRKYYTA .EPN  RG N EQY

Bgtv316_8333                     B B       B  B           B    KG  B B                       F C       I  I           A    EP  P G   .............AFGPNAH L SQDHKIY SE HQQENRKYYTA .ETN  RG N EQY

Bg_SECS1459_1061                     B B       B  B           B    KG  B B                       F C       M  L           A    DP    G   .................EDY K SHDQLFH SF EYKAEDYDLKN .KAG  TNAQ QFY

BLGH_04763                     B B       B  B           B    KG  B B                       F C       L  L           A    DP    G   .................GPY Q TQNQEFS AE QGKISFYKVMT .TVG  LDSN NFY

BgTRIT_T1-20_4719                     B B       B  B           B    KG  B B                       F C       L  I           A    EP  P G   .................VGY Q SHDERFS AY QHKDSQCEARH .KDD  RG N EVY

BLGH_07086                     B B       B  B           B    KG  B B                       F C       L  L           V    DP  P G   .................DSY Q THNQNFN EQ KSGKSLLKKSK .MPG  LG S ESY

Bgtv316_8313                     B B       B  B           B    KG  B B                       F C       L  L           V    DP  P G   .................DSY Q THNQNFN EQ RSGKSLFKKSK .MPG  LG R EYY

BgLOL_5114                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................GPH R SNGQKFK LD QDKSPSFLESN .RDG  LH D FCY

Bg_DAC_4110                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................EPH L SYNEKIS EG KHDKSFCDVAR .KSG  LG N EFY

Bgtv316_8310                     B B       B  B           B    KG  B B                       Y C       L  L           A    DP  P G   .................GPY Q VYDQKFS AK KRKKSSYTVTN .KAG  LD N DFY

BgTRIT_T1-20_7515                     B B       B  B           B    KG  B B                       F C       M  L           M     P  P G   .................EKY Q TQNKIFT AE ISHKSRYLETN .RHGN LG N EVY

BLGH_06991                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................EKY Q SYDQKFT AY EMHKSHCLVSS .IHG  LG N EVY

BgAVE_3936                     B B       B  B           B    KG  B B                       F C       M  L           A    DP  P G   .................EPY K TQNTIFT AE QRDKVYFLETN .KHG  LG N EAY

Bgtv316_8319                     B B       B  B           B    KG  B B                       F C       I  L           A     P  P G   .................EPY Q DGGTRVY ST QDVLKLHMFKR .KDGQ LG N ERY

BLGH_07004                     B B       B  B           B    KG  B B                       F C       V  L           A    DP  P G   .................EAY K DIENRIT SE ENRRNTKIFDD .RHG  LG S EAY

Bgtv316_2696                     B B       B  B           B    KG  B B                       F C       V  A           A    DP  P G   .................EPY K SEDEHFT SE EKERVYCHESN .LSG  LG N EVY

Bgtv316_4514                     B B       B  B           B    KG  B B                       F C       I  A           A    DP  P G   .................EPY K SEGHHFT SE ENERKFCHELN .LSG  LG N EVL

BLGH_01226                     B B       B  B           B    KG  B B                       F C       I  A           V    DP  P G   .................EPY K SEGHHFT SE ENERKFCHVKN .FIG  LG D EEY

Bgtv316_2692                     B B       B  B           B    KG  B B                       F C       I              A     P  P G   .................KPY K SEGKKFT SECEADRADCHENN .SPGQ LG N EVC

BLGH_05877                     B B       B  B           B    KG  B B                       F C       I  L           A    DP  P G   .................ASY K SGDQNFA SA DRLIHYCDVNI .KSG  VG D KAC

Bg_SECS1459_7232                     B B       B  B           B    KG  B B                       F C       I  L           A    DP  P G   .................ASY K SEDQNFA SA DRLIHYCDVNI .KSG  VG D KAC

BgTRIT_T1-20_3173                     B B       B  B           B    KG  B B                       F C       I  L           A    DP  P G   .................ASY K SEDQNFA SA DRLIHYCDVNI .KSG  VG D KAC

BgAVE_6379                     B B       B  B           B    KG  B B                       F C       I  I                DP    G   .................VPH K GGVYTVS RQ ESSMNESGYQRT.RPD  EGQD QQY

Bg_DAC_4813                     B B       B  B           B    KG  B B                       F C       I  I           I    DP    G   .................VPH K GGVYTVS RQ ESSMNESGYQR .RPD  DGHD KQY

Bgtv316_8302                     B B       B  B           B    KG  B B                       F C       L  L                EP  P G   .................DPH E SHDKKFA SQ QFNHHYDIFQDP.HPG  EG D ETY

Bg_DAC_3070                     B B       B  B           B    KG  B B                       F C       A  I           A    DP  P G   .................VPH Q GVGNFIT RM ENCLKYSAKRR .EPD  RG D EEY

BLGH_06960                     B B       B  B           B    KG  B B                       F C       A  I           A    DP  P G   .................VPH Q GVGNFIT RM ENCLKYSAKRR .EPD  RG N EEY

Bgtv316_8321                     B B       B  B           B    KG  B B                       F C       A  I           A    DP  P G   .................VPH Q GVGNFIT RM EKCLKYSAKRR .EPD  RG N EEY

Bg_DAC_4560                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................GPH K GHVIAFT IG ENSKFSNGFWE .ESD  RG N EEY

Bgtv316_8308                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................EPH N SGVIPFT AR ENFKRHDGFSE .KPG  RG N EEY

Bg_SECS1459_2788                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................EPH N SGVIPFT AR ENFKRHDGFSE .KPG  RG N EEY

Bg_DAC_4657                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................RPH K GKVIAFT KR ISIEEDDGFTM .RPN  SG N EEY

Bg_DAC_4305                     B B       B  B           B    KG  B B                       F C       L  L           A    DP  P G   .................RPH K GKVIAFT NR ISIEEDDGFMM .RPN  SG N EEY

BLGH_04764                     B B       B  B           B    KG  B B                       F C       L  L           A    DP    G   .................DPH D GNFIGFT RE ISCKGHGGFLA .DPK  IGSN EEY

BLGH_04765                     B B       B  B           B    KG  B B                       F C       L  L           A    EP  P G   .................DPH D GDFIGFT SE TSRKGYDGFVT .EPG  KG N EEY

Bgtv316_4510                     B B       B  B           B    KG  B B                         C          I           M    DP    G   .................VIVLD GEGAKFPETE NEYLKLAGPRG .RAD  PYLH NII

Bgtv316_445                     B B       B  B           B    KG  B B                       Y C          I                DP        .................AEM D GNGARFTTAS MEYTSLATAGGK.STS  TFSGEHIK

Bgtv316_8329                     B B       B  B           B    KG  B B                       F C       V                   DP    G   .................LEF I GNGARYP DATVGFASFDPRTIQ.PDS  SYSD EIY

Bgtv316_253                     B B       B  B           B    KG  B B                       Y C       A  I                 P  P G   .................AEY E WDGEKFP EQ THLASRATVGRK.ISNG DV Y QNH

Bg_DAC_519                     B B       B  B           B    KG  B B                         C          I                 P  P G   ..................YVLK ATGKEFDNGL EEYASKAQFSLH.RIGY IG D EIC

BgTRIT_T1-20_367                     B B       B  B           B    KG  B B                         C       V  I                 P  P G   ..................NLLK ATGDMFY SW YELALKAEHRFW.SPDH LG N KIC

BLGH_07049                     B B       B  B           B    KG  B B                       Y C          I                DP    G   ................IKRY I DPGPKFEYSR HNFGSITRKSYG.KQG  MTQS TYY

BgLOL_6292                     B B       B  B           B    KG  B B                         C       L  A           V    DP  P     .................DLVHK VSGETFE EE QDYASKATLDQ .LPS  VN SAQIS

Bg_DAC_2293                     B B       B  B           B    KG  B B                         C       L  A           V    DP    G   .................DTVLK GSGEIFE EE EDYASKATPDE .LAG  LSSS EVR

Bgtv316_8331                     B B       B  B           B    KG  B B                       Y C       V  I           V    DP  P G   .................KIH Q VSGKILS SA QKYKDITSFEQ .KPG  KV P EEC

Bgtv316_8180                     B B       B  B           B    KG  B B                       Y C       I  I           A    DP  P G   .................LMT E VSKNTIP AT EKYEKKATVEK .KEG  EV R QRC

BLGH_07084                     B B       B  B           B    KG  B B                       Y C          I           I    EP    G   .................EEN E KSDQTFCYSC SSLGLSDFNSY .EKG  LFVG EIY

BLGH_07005                     B B       B  B           B    KG  B B                       Y C          I           I    DP    G   .................LDH R ESKQLFDYSV CGYAEQASFSQ .QGG  FFVS NTY

Bg_SECS1459_3091                     B B       B  B           B    KG  B B                       Y C          I           I    DP    G   .................LQY E ESSRVFGYQV SSYAKSASPDI .TAR  IFDG EIK

BgTRIT_T1-20_3159                     B B       B  B           B    KG  B B                       Y C          I           I    DP    G   .................LQY E ESSRVFGYQV SSYAKSASPDI .TAR  IFDG EIK

Bgtv316_8311                     B B       B  B           B    KG  B B                       F C          I           I    DP    G   .................LHN E ESSKVSAYSV IEYAQSATYEQ .QDG  HFAG NTY

BgTRIT_T1-20_996                     B B       B  B           B    KG  B B                       F C          I           I    DP    G   .................LHY K NSRRIFAYSV VGYTDSATYEQ .QAG  HFAG HTY

BLGH_05395                     B B       B  B           B    KG  B B                         C          I                DP  P G   .................RRYLE NSGEIFPFSQ REYGMDASLDFT.REG  DP T EWF

Bgtv316_5533                     B B       B  B           B    KG  B B                         C          I                DP  P G   .................RRYLE NSGEIFPFSQ REYGMDASLDFT.REG  DP T EWF

BgTRIT_T1-20_2822                     C C       C  C           C    JH  C C                       F C          V           V    DP  P G   .................LFQ N ISGESLDEHL RSDGEGSSPDN .RED  PA S EWY

consensus>70 ....................f.c...........................dp..p.ge..


Multiple sequence alignment (MSA) of AVRA7 subfamily members



  70 80 90   X  X  X
Bg_DAC_7352    DF                  A                      DEEF A   A  DE                       G                        V          VPRYSVNG..N.....VWYHPIPG .QH.................VQDF VFNTDYEVVG 

BgTRIT_T1-20_2761    KG                  B                      KddG B   B  Kd                       G                      YLIQ     P    KSYTISGPAGP...........N WFSQLSDICLINCSSLDETLLH    VYGQP KIQF

Bg_SECS1459_3368    KG                  B                      KddG B   B  Kd                                              YLVQ     P   VKTYFSMRSLNP............................YEPGVSS    VYGEP KYQ 

BgTRIT_T1-20_5798    KG                  B                      KddG B   B  Kd    F                                         FLLQ     P   LSSIY TKSVDS............................NDIYHAA    VYGDP QYQ 

Bgtv316_6193    KG                  B                      KddG B   B  Kd   R                   G                       LIQ     P  RVTAY HTARV.............N .VD.................VLI   LSYEF YN  

Bgtv316_8282    KG                  B                      KddG B   B  Kd                       G                       LVQ     P  RVPAFLHPIIGN............D .GP.................MMT   LTPER FN  

BLGH_06963    KG                  B                      KddG B   B  Kd   RY                  G                       LIQ     P  RVRAY  PVIGN............G .VT.................IMT   EYDAD YN  

Bg_DAC_4561    KG                  B                      KddG B   B  Kd   RY                  G                       LIQ     P  RVSAY  SVIGN............D .ST.................IMT   ATSES FN  

BLGH_07048    KG                  B                      KddG B   B  Kd   RY                  G                       LIQ     P  RVSAY  SVIGN............D .ST.................IMT   ATYES FN  

BLGH_05403    KG                  B                      KddG B   B  Kd   RY                  G                       LIQ     P  RVSAY  SVIGN............D .ST.................IMT   ATYES FN  

BLGH_07006    KG                  B                      KddG B   B  Kd   RF                                         YLIQ I   P  R FGM  DMMPV............PE.VT.................VT    I YKA YY F

Bg_DAC_226    KG                  B                      KddG B   B  Kd   R                   G                       LIQ     P  RVRAR LFKRTY............G .SY.................GYI   ATDEY FN  

Bg_DAC_2147    KG                  B                      KddG B   B  Kd   RF                  G                       LIQ L   P  RAPAR  TRVRR............D .SD.................VLI   S DEY LR  

Bg_SECS1459_7718    KG                  B                      KddG B   B  Kd   RF                  G                       LIQ     P  RVSAY  TKVRT............D .SE.................VLI   STNEY LC  

Bg_SECS1459_2049    KG                  B                      KddG B   B  Kd   R                   G                      YLIQ     P  RVMAH SAWVGN............N .ET.................VP    AYFEY YY  

Bgtv316_8324    KG                  B                      KddG B   B  Kd   R                   G                      YLIQ     P  RVMAH SAWVGN............N .ET.................VP    AYFEY YY  

BLGH_07087    KG                  B                      KddG B   B  Kd    F                  G                      YLVQ     P  RVQAHI KKCVV............N .EE.................IR    ASNEH FT  

Bgtv316_260    KG                  B                      KddG B   B  Kd   RF                  G                      YLIQ A   P  RVSAH  TREGF............N .ET.................IR    P IEY HN  

Bgtv316_8333    KG                  B                      KddG B   B  Kd   RF                  G                      YLIQ A   P  RVSAH  TREGL............N .ET.................IR    P MEY HN  

Bg_SECS1459_1061    KG                  B                      KddG B   B  Kd   R                                          YLIQ I      RVKTV VTRMPE............RD.FF.................VK    F DETSTY  

BLGH_04763    KG                  B                      KddG B   B  Kd    F                  G                        L  L        PTRQ SMIPR............P .YK.................LSIP LL PHTILLGE

BgTRIT_T1-20_4719    KG                  B                      KddG B   B  Kd   H                   G                      YIIQ I   P  RLRTT IMTVPR............V .FF.................VY    V DDS TY  

BLGH_07086    KG                  B                      KddG B   B  Kd   R                   G                      YI Q I      RVPTN TTLILP............E .VQ.................VS  F L GGPQTF  

Bgtv316_8313    KG                  B                      KddG B   B  Kd   R                   G                      YI Q I      RVPTN TTLILP............E .VQ.................VS  F L GGPQTF  

BgLOL_5114    KG                  B                      KddG B   B  Kd   R                   G                      YL Q I   P  HVPTH LTKKSR............G .QD.................TE  F L DGK TF  

Bg_DAC_4110    KG                  B                      KddG B   B  Kd   RY                  G                      YIVQ I   P  RVRTR  NLIPN............S .YT.................TA    L DDT TF  

Bgtv316_8310    KG                  B                      KddG B   B  Kd   RF                  G                      YL Q I   P  RVPTD  TRKAW............R .IK.................TE  F L DEE TF  

BgTRIT_T1-20_7515    KG                  B                      KddG B   B  Kd    Y                  G                      YL Q I   P   VPSRQ STVPI............G .YT.................TT  F L DEA TFN 

BLGH_06991    KG                  B                      KddG B   B  Kd   RY                  G                      YL Q V   P  RVPAN  RMIPK............D .YT.................TT  F L DEA TF  

BgAVE_3936    KG                  B                      KddG B   B  Kd   RY                  G                      YL Q V   P  RVPTH  SMIPI............R .YT.................TT  F L DEA TF  

Bgtv316_8319    KG                  B                      KddG B   B  Kd    Y                  P                        VQ I   P  RVMALI DLAVG............P .DS.................TAHF  K PED FF  

BLGH_07004    KG                  B                      KddG B   B  Kd   R                   G                       LVQ I   P  RVIAW HSFVTA............E .YI.................IEN   K PEA FI  

Bgtv316_2696    KG                  B                      KddG B   B  Kd   RF                  G                      YILQ I   P  RVKTI  RRFTN............Y .GS.................IA    L DIA FF  

Bgtv316_4514    KG                  B                      KddG B   B  Kd   R                   G                      YILQ I   P  RVKTS SRRYRN............D .SS.................IA    L DLA FF  

BLGH_01226    KG                  B                      KddG B   B  Kd   RF                  G                      YILQ I   P  RVKTS  RRYRN............D .SS.................IA    L DLA FF  

Bgtv316_2692    KG                  B                      KddG B   B  Kd                       G                      YILQ I   P  RVKTYGLRQFTP............K .SS.................VG    L DIA FF  

BLGH_05877    KG                  B                      KddG B   B  Kd   RW                  G                      YILQ I   P  RIKTN  RQFTP............R .SS.................VE    L DIA FF  

Bg_SECS1459_7232    KG                  B                      KddG B   B  Kd   RW                  G                      YILQ I   P  RIKTN  RQFTP............R .SS.................VE    L DIA FF  

BgTRIT_T1-20_3173    KG                  B                      KddG B   B  Kd   RW                  G                      YILQ I   P  RIKTY  RQFTP............R .SS.................VE    L DIA FF  

BgAVE_6379    KG                  B                      KddG B   B  Kd   RF                  G                       MAQ I   P  RVLSC  NAAA.............. .DD.................SFC   R DEH NY  

Bg_DAC_4813    KG                  B                      KddG B   B  Kd   RF                  G                       MAQ I   P  RVLSC  NAVAG............G .DD.................SFC   R DEH NY  

Bgtv316_8302    KG                  B                      KddG B   B  Kd                       G                      YLVQ I   P  RVKSWVTFETYR............A .SS.................VS    L NEV TF  

Bg_DAC_3070    KG                  B                      KddG B   B  Kd   R                   G                      YLVQ I   P   VSSH ISATPE............G .VE.................TP    E DEY FIQ 

BLGH_06960    KG                  B                      KddG B   B  Kd   R                   G                      YLVQ I   P   VWSH ISATPE............G .VE.................TP    E DEY FIQ 

Bgtv316_8321    KG                  B                      KddG B   B  Kd   R                   G                      YLVQ I   P   VWSH ISATPE............G .VE.................TP    E DEY FIQ 

Bg_DAC_4560    KG                  B                      KddG B   B  Kd   RF                  G                      YLAQ I   P  RVLSH  RALPS............G .K.................DTC    L NEY FF  

Bgtv316_8308    KG                  B                      KddG B   B  Kd    F                                         YLAQ I   P  RALSYQ GATPP............GR.YS.................TS    I DEY FF  

Bg_SECS1459_2788    KG                  B                      KddG B   B  Kd    F                                         YLAQ I   P  RALSYQ GATPP............VS.YS..FDIAITKYASRCSDSTS    I DEY FF  

Bg_DAC_4657    KG                  B                      KddG B   B  Kd   RY                  G                      YLAQ I   P  RALSH  ITVPE............G .FS.................TT    V DEY YF  

Bg_DAC_4305    KG                  B                      KddG B   B  Kd   RY                  G                      YLAQ I   P  RALSH  ITVPE............G .FSSSFEITFTKHTSPCPDSTT    V DEY YF  

BLGH_04764    KG                  B                      KddG B   B  Kd   RY                                         YLAQ I   P  RALSH  SAIRY............GI.YS.................FS    P NEY YF  

BLGH_04765    KG                  B                      KddG B   B  Kd   RY                                         YLAQ I   P  RALSH  RAMRS............II.YT.................TS    P NEY YF  

Bgtv316_4510    KG                  B                      KddG B   B  Kd   R                   G                      FLIQ I   P  R GAY MTV.............EIR .NP.................RT    R DEI YY F

Bgtv316_445    KG                  B                      KddG B   B  Kd   RF                                         FLVQ L   P  RLGAF  KRFSPTFHFAFANHPCLRA.VD.................RF    S LQY FT  

Bgtv316_8329    KG                  B                      KddG B   B  Kd   RF                                         FMMQ I   P  RLGVY  QDTVQ............GN.TK.................RS    S SRS HF  

Bgtv316_253    KG                  B                      KddG B   B  Kd   KF                  G                      YLIQ        RLKTR  TRV.P............S .VI.................TT    VDKVDSSI  

Bg_DAC_519    KG                  B                      KddG B   B  Kd    F                                         YLVQ        RLKAYE DIPLA............DTRDT.................DY    VCGGMEGH  

BgTRIT_T1-20_367    KG                  B                      KddG B   B  Kd    F                                          LVQ         LKAYP TDPSA............YTGTT.................HHH   VCVGIEYFI 

BLGH_07049    KG                  B                      KddG B   B  Kd   RF                                         YIVQ V      RLPTY  STVYG............HE.YT.................YD    E DEVDSY  

BgLOL_6292    KG                  B                      KddG B   B  Kd   HF                                         YLVQ V       LGAH  TRKTR............QN.EN.................GF    Y GTLRLIQ 

Bg_DAC_2293    KG                  B                      KddG B   B  Kd   HF                                         YLVQ V   P   LGAY  SRTTR............HN.ED.................GY    L GTL SIV 

Bgtv316_8331    KG                  B                      KddG B   B  Kd   RF                  G                      YLLQ     P  KLKAT  TKRLP............K .VK.................MS    ATGTG SY  

Bgtv316_8180    KG                  B                      KddG B   B  Kd   RF                                         YLLQ I   P   LKAK  TVRLP............NR.ET.................ML    V GPQ SYQ 

BLGH_07084    KG                  B                      KddG B   B  Kd    F                  G                      YLIQ I   P   LGSHQ TINSL............D .TS.................LK    S GVD SYQ 

BLGH_07005    KG                  B                      KddG B   B  Kd   RF                  G                      YLIQ V   P  RLGAY  TSHLP............D .TP.................KN    T SVE YR  

Bg_SECS1459_3091    KG                  B                      KddG B   B  Kd   RF                  G                      YLIQ V   P  RLGAY  TSNQP............D .TP.................TT    S NVE YQ  

BgTRIT_T1-20_3159    KG                  B                      KddG B   B  Kd   RF                  G                      YLIQ V   P  RLGAY  TSNQP............D .TP.................TT    T NVE YQ  

Bgtv316_8311    KG                  B                      KddG B   B  Kd   RF                  G                      YLVQ V   P  RLRAY  TDYLP............D .SP.................RN    M NVN YY  

BgTRIT_T1-20_996    KG                  B                      KddG B   B  Kd   RF                  G                      YLVQ V   P  RLGAY  TDYLP............D .SP.................RN    M NVN YY  

BLGH_05395    KG                  B                      KddG B   B  Kd   RF                  G                      YLVQ     P   LGVY  TSPAK............D .RI.................ID    SFSDY YFT 

Bgtv316_5533    KG                  B                      KddG B   B  Kd    F                  G                      YLVQ     P   LGVYG TSPAK............D .RI.................ID    SFSDY YFT 

BgTRIT_T1-20_2822    JH                  C                      JIIH C   C  JI   KF                  G                      YLVQ L   P   LGVK  KRQAQ............D .RY.................ID    R QAY NYI 

consensus>70 .......................g......................yl.q.....p..r.




  100 110    X   X
Bg_DAC_7352 EF             A  A                                              C                            VSRV......SEDEHLQP LIN.........................

BgTRIT_T1-20_2761 dG             B  B                                           W  C                            SQKTEN........G KE SIINLV......................

Bg_SECS1459_3368 dG             B  B                                           W  C                            SQMSTE........G KL T...........................

BgTRIT_T1-20_5798 dG             B  B                                           W  C                            SQYSEE........G GL DVEEIH......................

Bgtv316_6193 dG             B  B                            FE             W  C                              RTET........G QE PYYPY.......................

Bgtv316_8282 dG             B  B                            FE             W  C                              KVGE........A VS PFQQRE......................

BLGH_06963 dG             B  B                            FE             W  C                              KIAG........V QP PFYLR.......................

Bg_DAC_4561 dG             B  B                             E             W  C                            L KIGG........V RQ PFYLRE......................

BLGH_07048 dG             B  B                             E             W  C                            L KIGG........V RQ PFYLRE......................

BLGH_05403 dG             B  B                            FE             W  C                              KIGG........V RQ PFYLRE......................

BLGH_07006 dG             B  B                            YE             W  C                              ETTS........G RP PFLD........................

Bg_DAC_226 dG             B  B                            FE             W  C                              DITG........E LP SFHLLDSWSQ....YDRFKM........

Bg_DAC_2147 dG             B  B                            YE             W  C                              KTEQ........G RL PFHKP.......................

Bg_SECS1459_7718 dG             B  B                            FE             W  C                              KTAQ........G QP TFDKA.......................

Bg_SECS1459_2049 dG             B  B                            F              W  C                             KKVET........G KP EYYEALVFE...................

Bgtv316_8324 dG             B  B                            F              W  C                             KKVET........G KP VYYEALVFE...................

BLGH_07087 dG             B  B                            FE             W  C                              EIDG........D RP TFYER.......................

Bgtv316_260 dG             B  B                            FD             W  C                              KIEG........D RP LYHES.......................

Bgtv316_8333 dG             B  B                            FD             W  C                              QIEG........D RP SYHES.......................

Bg_SECS1459_1061 dG             B  B                            YE             W  C                              KINK........N KQ AYVKDTSRTP....WRK...........

BLGH_04763 dG             B  B                            Y                                               TPKII.........................................

BgTRIT_T1-20_4719 dG             B  B                            YE             W  C                              DLSN........E EP VYQETNKHTD....SDSDESDI......

BLGH_07086 dG             B  B                            YE             F  C                              YSGG........V KP PFIED.......................

Bgtv316_8313 dG             B  B                            YE             F  C                              YSGG........V KP PFIED.......................

BgLOL_5114 dG             B  B                            Y              F  C                             MREST........Q KP PFNQD.......................

Bg_DAC_4110 dG             B  B                            YE             W  C                              KKDK........G EL LFREN.......................

Bgtv316_8310 dG             B  B                            YE             F  C                              KQFY........E FR PLQEK.......................

BgTRIT_T1-20_7515 dG             B  B                            YE             F  C                              TQSR........G YP NWIES.......................

BLGH_06991 dG             B  B                            FE             F  C                              KQSG........E YP NLIEN.......................

BgAVE_3936 dG             B  B                            FE             F  C                              KQSG........E YP NLIEN.......................

Bgtv316_8319 dG             B  B                            Y              W  C                             KRDRP........P KL PYFEN.......................

BLGH_07004 dG             B  B                            YE             W  C                              RGSK........T KP SYFKD.......................

Bgtv316_2696 dG             B  B                            YE             W  C                              KPYS........N KQ FTMMKHNGLH....IGLIFIEAPGSGIL

Bgtv316_4514 dG             B  B                            YE             W  C                              KPYS........V EQ IYHDET......................

BLGH_01226 dG             B  B                            YE             W  C                              KPYN........V EQ IYHDET......................

Bgtv316_2692 dG             B  B                            YE             W                                 KSYKDYHLNPDGT ELFPYHNDT......................

BLGH_05877 dG             B  B                            YE             W  C                              KSYKDYHLNPDGT EL PYHNDT......................

Bg_SECS1459_7232 dG             B  B                            YE             W  C                              KSYEDYRLNPAGT EL PYHNDT......................

BgTRIT_T1-20_3173 dG             B  B                            YE             W  C                              KSYEDYRLNPAGT EL PYHNDT......................

BgAVE_6379 dG             B  B                            Y              W  C                             LLRGD........N QP VYMSN.......................

Bg_DAC_4813 dG             B  B                            Y              W  C                             VLRGD........N QP VYMSN.......................

Bgtv316_8302 dG             B  B                            YE             W  C                              KYRK........T DP TFVS........................

Bg_DAC_3070 dG             B  B                            Y              W  C                             TRNAE........R QR LFWNY.......................

BLGH_06960 dG             B  B                            Y              W  C                             TRNAE........R QP VYMSN.......................

Bgtv316_8321 dG             B  B                            Y              W  C                             TRNAE........R QP VYMSN.......................

Bg_DAC_4560 dG             B  B                            F              W  C                             QRTTE........V EP RFLKH.......................

Bgtv316_8308 dG             B  B                            FE             W  C                              RDEQ........V EP IFLKTL......................

Bg_SECS1459_2788 dG             B  B                            FE             W  C                              RDEQ........V EP IFLKTL......................

Bg_DAC_4657 dG             B  B                            FE             W  C                              RTTQ........I KP VFIED.......................

Bg_DAC_4305 dG             B  B                            FE             W  C                              RTTQ........I KP VFIED.......................

BLGH_04764 dG             B  B                            F              W  C                             HKTKE........V KP RFIEN.......................

BLGH_04765 dG             B  B                            F                 C                             HRTTE........VQEP KFIEN.......................

Bgtv316_4510 dG             B  B                            FE                C                              ITS.........GHKE PIGAHGR.....................

Bgtv316_445 dG             B  B                            FD                C                              VTS.........GHKQ HIVNDYAETS..................

Bgtv316_8329 dG             B  B                            YE             W  C                              KVSS........N KI PIEDQDP.....................

Bgtv316_253 dG             B  B                            FE             W  C                              LTSS........Q SA GLQSDYQQT...LAWRKDIFPS......

Bg_DAC_519 dG             B  B                            YE             W  C                              SYNY........K TQ K...........................

BgTRIT_T1-20_367 dG             B  B                            Y              W  C                             QWYHD........K IE ELLNNNPQ....................

BLGH_07049 dG             B  B                            Y              W  C                             IFSNN........R KL PIIDEQ......................

BgLOL_6292 dG             B  B                            YE             W  C                              YGQS........G EF YLALR...RSEPV...............

Bg_DAC_2293 dG             B  B                            YE             W  C                              YGQS........G EF SFALR...RPESMLYE............

Bgtv316_8331 dG             B  B                            YE             W  C                              YNES........K QS ILRNGK......................

Bgtv316_8180 dG             B  B                            YE             W  C                              YHEP........K HP LLRQGTWLAS..................

BLGH_07084 dG             B  B                            FE             W  C                              ASGS........L KI TFKNT.......................

BLGH_07005 dG             B  B                            FE             W  C                              YNDG........K KL NLI.........................

Bg_SECS1459_3091 dG             B  B                            FE             W  C                              SSEG........Q RI TPKNGHL.....................

BgTRIT_T1-20_3159 dG             B  B                            FE             W  C                              SSEG........Q RI TPKNGHL.....................

Bgtv316_8311 dG             B  B                            FE             W  C                              SSGG........R HI TIKGS.......................

BgTRIT_T1-20_996 dG             B  B                            FE             W  C                              SSGG........R HI TMEGS.......................

BLGH_05395 dG             B  B                             E             W  C                            H FTGT........K EK ILKGSYLDATEPL...............

Bgtv316_5533 dG             B  B                             E             W  C                            H FTGT........K EK ILKGSYLDATEPL...............

BgTRIT_T1-20_2822 IH             C  C                            YE             W  C                              WNTD........K EE TMKIVLNYRKSRS...............

consensus>70 ye.............w..c............................




1       10        20        30        40        50        60X        X         X         X         X         X         X
BLGH_05021          c                                                         DEF A    DF DF DF DEF     A A      DF        A DEEF           C                                                         F   G     E VR TA   A       N      EF           F L  MYNDDYT Y N QLFDT S  A  TYS DQIAGSL GYPAVY  SHPRGVAPFQL P LP

BgPOA_6159          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         Y   G    GD VK            K                    YFDI  .....VM D F TIID  V  RAEASHDYASTS VA......LIKED.SKIPYT    HT

Bgtv316_6209          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         YQ  G    GD VR QA  W      K S                L YFEL  .....DS   R KYFD  G  S  SY QRQQKK I ......KLSTS.DGEK A    GN

BLGH_05020          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         YQ  G    GD VR QA  W      K S                L YFEL  .....DS   R KYFD  G  S  SY QRQQKK I ......KLSTS.DGEK A    GN

Bg_DAC_4215          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         YQ        D VR QA HWV       S      EF        L YFEL  .....NY   GNMSFRK H  T  R   SRQATTF ......  HTR.DDQQ A    ST

BgAVE_4762          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         YQ        D VR QA HWV       S      EF        L YFEL  .....NY   GNMSFRK H  T  R   SRQATTF ......  HTR.DDQQ A    ST

BLGH_01413          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         FQ       GD AR QA HWV     K S      EF        L YFEL  .....DG   GSQSIS  E  R  K   GCQKT F ......  VTQ.DQVP C    SP

Bg_SECS1459_6790          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         FQ       GD AR QA HWV     K S      EF        L YFEL  .....DG   GSQSIS  E  R  K   GCQKT F ......  VTQ.DQVP C    SP

Bgtv316_6210          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         WT  G    G  VR QA HWV     K S      DF        L FFEV  .....DG   A RNYE VN  A  R   GEGNL G ......  RAS.NRSK H    GE

Bg_SECS1459_3169          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         WT  G    G  VR QA HWV     K S      DF        L FFEV  .....DG   A RNYE VN  A  R   GEGNL G ......  RAS.NRSK H    GE

BgLOL_6315          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         WT  G    GD VR QA HWA     K S      DF        L YFEV  .....GG   A RNFE  E  A  E   REGID V ......  VND.EGGQ Y    GR

BgPOA_4369          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         WT  G    GD VR QA HWA     K S      DF        L YFEV  .....GG   A RNFE  E  A  E   REGID V ......  VND.EGGQ Y    GR

BgLOL_714          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         WT  G    GD VR QA HWV     K S      DF        L  FEL  .....DG   A SDFD  Q  G  R   DQQKT F ......  QTH.DGVQ CH   GE

BgTRIT_T1-20_758          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         WT  G    GD VR QA HWV     K S      EF        L Y EI  .....DG   A RNVK  D  A  R   GLMNT F ......  EIK.DSVQ C I  GE

BgAVE_1525          c                                                         KdG B    KG KG KG KdG     B B      KG        B KddG           C                                                         WT  G    GD VR QA HWV     K S      EF        L Y EI  .....DG   A RNVK  D  A  R   GLMNT F ......  EIK.DSVQ C I  GE

BgLOL_5698          c                                                         JIH C    JH JH JH JIH     C C      JH        C JIIH           C                                                         WT  G    GD VR QA HWV     R S      EF        L Y EI  .....DG   A RNVK  D  A  R   GLSDT F ......  EIK.GGVQ C I  GE

consensus>70 .....d...C.g....gd.vr.qa.hw......k.s......ef....d...l.yfe...


  70   X
BLGH_05021     A   DF A A    A DF DEF       A  A  A                 TG        G L   KY                       DH...KFY  ........ K ...  L......................

BgPOA_6159     B   KG B B    B KG KdG       B  B  B             S   TG   F         VR        W  C            TGQY ERY  FAC VDTAMTKPD  KH..HEET WP NRLTSS......

Bgtv316_6209     B   KG B B    B KG KdG       B  B  B             S   TG R Y    G L  VRY       W  C            GNEI EIK  Y G FVAG D HE   KA.ENNV MP TWHY........

BLGH_05020     B   KG B B    B KG KdG       B  B  B             S   TG R Y    G L  VRY       W  C            GNEI EIK  Y G FVAG D HE   KA.ENNV MP TWHY........

Bg_DAC_4215     B   KG B B    B KG KdG       B  B  B             T   TG R Y    G LY VRY       W  C  F         DTTP NRK  Y G CQED D  Q   ET.TNGN QL IE DSDLGDR..

BgAVE_4762     B   KG B B    B KG KdG       B  B  B             T   TG R Y    G LY VRY       W  C  F         DTTP NRK  Y G CQED D  Q   ET.TNGN QL IE DSDLGDR..

BLGH_01413     B   KG B B    B KG KdG       B  B  B             T   TG R Y    G LY VRY       W  C  F         HSQI DSY  F G CDEP N  E   YD...GN KK TY DQDLGNH..

Bg_SECS1459_6790     B   KG B B    B KG KdG       B  B  B             T   TG R Y    G LY VRY       W  C  F         HSQI DSY  F G CDEP N  E   YD...GN KK TY DQDLGNH..

Bgtv316_6210     B   KG B B    B KG KdG       B  B  B             T      R Y    G IY LRY       W  C  Y         GLIL EW...V A CTLT D  N   LDQDTNE NE DR .........

Bg_SECS1459_3169     B   KG B B    B KG KdG       B  B  B             T      R Y    G IY LRY       W  C  Y         GLIL EW...V A CTLT D  N   LDQDTNE NE DR .........

BgLOL_6315     B   KG B B    B KG KdG       B  B  B             T   TG R Y    G IY LRF       W  C  Y         ETQL ESC  C A TNKS K  N   LDYDDGQ KL TP .........

BgPOA_4369     B   KG B B    B KG KdG       B  B  B             T   TG R Y    G IY LRF       W  C  Y         ETQL ESC  C A TNKS K  N   LDYDDGQ KL TP .........

BgLOL_714     B   KG B B    B KG KdG       B  B  B             T   TG R Y    G VY VRY       W  C  Y         GNQL QSI  F A CDEP D  N   WDVSSRT VL TH DIDFESDYR

BgTRIT_T1-20_758     B   KG B B    B KG KdG       B  B  B             T    G R Y    G VY VRY       W  C  Y         GAQT K... F A LDEP A  N   YDYNDCQ KL TH DGDAGVNYR

BgAVE_1525     B   KG B B    B KG KdG       B  B  B             T    G R Y    G VY VRY       W  C  Y         GAQT K... F A LDEP A  N   YDYNDCQ KL TH DGDAGVNYR

BgLOL_5698     C   JH C C    C JH JIH       C  C  C             T   TG R Y    G VY VRY       W  C  Y         GAQT KEF  F A LDEP A  N   YDYNDRQ KL TH DRDAGANYR

consensus>70 ....te..tg.r.y....g..yn.ry.......w..c..y.........


Multiple sequence alignment (MSA) of AVRA10/AVRA22 subfamily members



1 10 20 30 40X  X  X  X  X
BLGH_04995          A A         A  DF  DF     A        DF                       F C         I  A                   YP              ......DIV Y DGLAITEDH KT YGNSQSA...PING.....  TVMTIPYYNEP.CD

Bg_DAC_540          B B         B  KG  KG     B        KG                       F C         I  A                   YP              ......NTI H GSIPITAED KT YNNSKSA...PIAG.....  TIMRIQYFEDA.FN

Bg_DAC_3871          B B         B  KG  KG     B        KG                                   I                       P              ..FLPGAHFLCSEDRKIFLSA DHHEN.................. EFYL........DA

BLGH_06957          B B         B  KG  KG     B        KG                       F C         I   V   Y     N        F               ......EKY E NGKYILYST VEN NIS NTLFG GDN..... LATLAGQNPITI.NF

BgAVE_3494          B B         B  KG  KG     B        KG                         C         V  VA  LW     S        YP              .......SVVN GLNRIDVDH KR  AG  RMKYE LKAYNNVL  KKYEE..TAYASEA

BLGH_02099          B B         B  KG  KG     B        KG                       F C         V  VA  LW     T        FP              ......KKL Y GPAEVSVEH DS  KY  THKIW YQSDHEGA  HYYGE..SDYG..E

Bgtv316_3286          B B         B  KG  KG     B        KG                       F C         V  VA  LW     Q        FP              .......RF S GITNIEDEN AD  GN  TYKLG FQSDSQGS  QKVGN..SEYG..E

BgTRIT_T1-20_2287          B B         B  KG  KG     B        KG                       F C         V  VA  LW              FP              ......DDY S GFAQISVEN DR  GN  SHELGAFQSSFEGR  VSLGE..SEYG..E

Bgtv316_3290          B B         B  KG  KG     B        KG                         C         I  VA  MW     S        FP              ......DQYIS GMGSISRNS LS  KD  NMSLG CPS.YHET  AEYRQ..SSEG..M

Bg_SECS1459_7354          B B         B  KG  KG     B        KG                                   I  VA  MW              YP              ....AGDDYITLGMTSIKVQH HS  RD  TMDIDYYKSEYQGR  AFWGN..VRGK..P

BgAVE_6117          B B         B  KG  KG     B        KG                                   I  VA  MW     S        YP              ....AGDGYITLGMGSIHKND YR  EH  TIDAY VPSNNHGS  IFGEE..INGS..V

Bg_DAC_5764          B B         B  KG  KG     B        KG                       F C         V   A  A      S        YP              QFVNDGSPM H KGVTFYSES RKS ET HNAYFG ING.....  MEISSE.IITGPPP

BgAVE_3411          B B         B  KG  KG     B        KG                                   V  MA   F     S        YP              ......GSYTCYNRQTFTEEY NT  DKC GVSEG VGG.....  MRYENLQLNIRSDS

BgPOA_613          B B         B  KG  KG     B        KG                                   V  IA   F     S        YP              ......GSYTCYNRQTFTEEY NT  DKC GVNEG VGG.....  MRYENLQLNIRSDS

BLGH_02072          B B         B  KG  KG     B        KG                                   V  IA   F     S        YP              ......GSYTCYNRQTFTEEY NT  DKC GVSEG VGG.....  MRYENLQLNIRSDS

Bg_DAC_2858          B B         B  KG  KG     B        KG                       F C         I  VM  VF     S        YP              .......AG N KGVIFTSDH DG  NL  VLQLG IDG.....  KPYMPSPGAKGCAG

Bgtv316_4554          B B         B  KG  KG     B        KG                       F C         I  VM  VF     S        YP              .......AG N KGVIFTSDH VG  NL  VLQLG IDG.....  KPYMPSPRAKGCAG

Bgtv316_2624          B B         B  KG  KG     B        KG                       F C         I  VM  VF     S        YP              .......AG N KGVIFTSDH VG  NL  VLQLG IDG.....  KPYMPSPGAKGCAG

BgTRIT_T1-20_452          B B         B  KG  KG     B        KG                       F C         I  VM  VF     S        YP              .......AG N KGVIFTSDH VG  NL  VLQLG IDG.....  KPYMPSPGAKGCAG

Bg_DAC_3539          B B         B  KG  KG     B        KG                       W C         V  AA  AW     T        YP              .......VH E LNVKFYETS YQ  FF  SNEPN VNN.....  KRCKWEDPTGIDEE

BLGH_03699          B B         B  KG  KG     B        KG                       W C         V  AA  AW     T        YP              .......VH E LNVKFYETS YQ  FF  SNELN VNN.....  KRCIWEDPTGIDEQ

BgAVE_3810          B B         B  KG  KG     B        KG                       W C         V  AA  AW     T        YP              .......VH E LNVRFYETS YQ  FF  SNELN VNN.....  KRCIWEDPTGIDEQ

BgLOL_1177          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ........Y D NGTLILYEN RA  DF  SCSPG FYE.....  SIYRSQPPWPGLGQ

BLGH_07103          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ......EAY N NGTPILYVI RD  EL  TLQPG ISG.....  SIYRLPPPLPGLGQ

Bg_DAC_2136          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ......EAY N NGTPILYVI RD  EL  TLQPG ISG.....  SIYRLPPPLPGLGQ

Bg_DAC_4253          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ......ESY D KGIPILFRT HA  EL  TSQPG ISG.....  SICRTTPLRTGPDE

BLGH_02100          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ......ESY D KGIPILFRT HA  EL  TSQPG ISG.....  SICRTIPLRTGPDE

BgPOA_4678          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ......ESY D KGIPILFRT HA  EL  TSQPG ISG.....  SICRTTPPRTGPDE

BgTRIT_T1-20_3146          B B         B  KG  KG     B        KG                       W C         A  AA  AF              YP              ......AGY A DGVVIPNDN LS  RS  GFAAGFYHG.....  SIVRTTPPQEGLGE

Bg_DAC_2688          B B         B  KG  KG     B        KG                       W C         V  AA  AF     S        YP              ........Y D DDYRVPDKN RD  VF  SKEKG FHG.....  ITVHGASALSRLGS

BgTRIT_T1-20_3623          B B         B  KG  KG     B        KG                       W C         A  AA  AF     T        YP              ......AAY N NGTPIPDER RS  RL  SFVPN VHG.....  SVYRVEYPGVEFGT

BgTRIT_T1-20_3057          B B         B  KG  KG     B        KG                       W C         A  AA  AF     T        YP              ......AAY N NGTPIPDER RS  RL  SFVPN VHG.....  SVYRVEYPGVEFGT

Bgtv316_7593          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ......AAY N NGTPIPDDK RD  NL  YYAPG FHD.....  SVSSARYRGAGRKQ

Bg_SECS1459_1112          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        YP              ......AAY N NGTPIPDDK RD  NL  YYAPG FHD.....  SVSSARYRGAGRKQ

Bg_SECS1459_5998          B B         B  KG  KG     B        KG                       W C         V  AV  AF     S        FP              ........Y N QGTAISDEN RA  QS  SYPKE FHG.....  ATFIIGSTFSGVGE

Bg_SECS1459_1522          C C         C  JH  JH     C        JH                       W C         V  AV  AF     S        YP              ......AAY D DGTEIPERN RA  VL  NYRKE FHG.....  ATFIIGSTFSGVGE

consensus>70 ...........c.........v......................yp..............


50 60 70 80    X  X  X  X
BLGH_04995  A DEF  A               A  A       A DEEF          DF          YPI  N               W          V W             V        YTA   LL RETSITSPRGHYFLV KSA....... N ............D VFVKATGT

Bg_DAC_540  B KdG  B               B  B       B KddG          KG          YPM  N               W            W             V        YTA   LL GATSLTNPNGHYFLV TENF......SN ............N IMKLNTET

Bg_DAC_3871  B KdG  B               B  B       B KddG          KG        H  PL                             I   I           VF       E DD  GPDGRRCSA..YRYSVIGNDGST...... MTL QATYESPFN.R  EKIGGVW

BLGH_06957  B KdG  B               B  B       B KddG          KG        H F                               V  Y            V        K K DRYSDVE................SDVS.... QL ....SPNHIV.A EATIGPRT

BgAVE_3494  B KdG  B               B  B       B KddG          KG        R FPL                  W  G         YFVV          LF       L K   FADGR............D NG F......FM    SSQSQNVV.M  YEDDSGL

BLGH_02099  B KdG  B               B  B       B KddG          KG        R FPL  S               W  G          YVV          LY       L K   LP GF............V TF S......FNH   SNEKGDYI.K  YVGTDGT

Bgtv316_3286  B KdG  B               B  B       B KddG          KG        R FPL                  W  G         YYVI          LY       L K   LYGGN............H DH S......FM    SNKNGDYI.K  YTSTNGD

BgTRIT_T1-20_2287  B KdG  B               B  B       B KddG          KG        R FPL  N               W  G         Y VI          LF       L K   LY GK............D EF C......FM H  SNREGSYV.K  YEGTKGL

Bgtv316_3290  B KdG  B               B  B       B KddG          KG        R FPI  N               W  G         Y V           L        T R   IY SQ............K TS G......YY I ESSQNRKFI.R HYYGIT.T

Bg_SECS1459_7354  B KdG  B               B  B       B KddG          KG        R YPL                  W  G         YYVV          LY       A K   LYEGK............V TH S......FM    ATEDLSYI.R  YEGTE.S

BgAVE_6117  B KdG  B               B  B       B KddG          KG        R FPI  N               W  G         Y V           L        T I   VY GD............D RS D......FY S ESTEDLSYI.K RYNGAR.Y

Bg_DAC_5764  B KdG  B               B  B       B KddG          KG        K FPM                  Y  G       V YY L          V        H L   VRDVD............V SG A...... S  F FIDGNGQQRG GYSIEVGY

BgAVE_3411  B KdG  B               B  B       B KddG          KG        R FPL                  W  G       V YFVA          VF       F K   LAGGG............E SG A...... N    SDSARQTK.K  YTSGRFD

BgPOA_613  B KdG  B               B  B       B KddG          KG        R FPL                  W  G       V YFVA          VF       F K   LAGGG............E SG A...... N    SGSARQTK.R  YTSGRFD

BLGH_02072  B KdG  B               B  B       B KddG          KG        R FPL                  W  G       V YFVA          VF       F K   LAGGD............E SG A...... N    SDSVRQTK.R  YTSGRFD

Bg_DAC_2858  B KdG  B               B  B       B KddG          KG          FPL  T               W  G       V Y AV          VF       CLE   SD LE............I RG P...... E R  FGPMRDTV.N  SDIDG.G

Bgtv316_4554  B KdG  B               B  B       B KddG          KG          FPL  T               W  G       V Y AV          VF       CLE   SD QK............I RG P...... K R  FGPLRDTV.N  SDIDG.G

Bgtv316_2624  B KdG  B               B  B       B KddG          KG          FPL  T               W  G       V Y AV          VF       CLE   SD LK............I RG P...... K R  FGPLRDTV.N  SDIDG.G

BgTRIT_T1-20_452  B KdG  B               B  B       B KddG          KG          FPL  T               W  G       V Y AV          VF       CLE   SD LE............I RG P...... K R  FGPLRDTV.N  SDIDG.G

Bg_DAC_3539  B KdG  B               B  B       B KddG          KG        R FPL  T               W  G       V YYVV          VF       F S   EA GI............P TS T...... S    SNRDRSKL.K  SELRG.G

BLGH_03699  B KdG  B               B  B       B KddG          KG        R FPL  T               W  G       V YYVV          VF       F S   QA GL............P TS T...... S    SNRNRSKL.K  SELRG.G

BgAVE_3810  B KdG  B               B  B       B KddG          KG        R FPL  T               W  G       V YYVV          VF       F S   QA GL............P TS T...... S    SNRNRSKL.K  SELRG.G

BgLOL_1177  B KdG  B               B  B       B KddG          KG        R FPI  S               W          I YYIL          VF       L E   TA GK............L QGSFFSSLLY A    ATQDTSYC.Q  ATEGL.G

BLGH_07103  B KdG  B               B  B       B KddG          KG        R FPV  S               W  G       I YYLL          VF       L Q   IA GA............T LG D...... I    ANAEMTFC.D  STEGL.G

Bg_DAC_2136  B KdG  B               B  B       B KddG          KG        R FPV  S               W  G       I YYLL          VF       L Q   IA GA............T LG D...... I    ANAEMTFC.D  STEGL.G

Bg_DAC_4253  B KdG  B               B  B       B KddG          KG        R FPL  T               W  G       I YYV           VF       R Q   TD GA............R QG G...... T   EATRDKRHC.E  GTAGG.V

BLGH_02100  B KdG  B               B  B       B KddG          KG        R FPL  T               W  G       I YYV           VF       R Q   TD GA............R QG G...... T   EATRDKRHC.E  GTAGG.V

BgPOA_4678  B KdG  B               B  B       B KddG          KG        R FPL  T               W  G       I YYV           VF       R Q   TD GA............R QG G...... T   EATRDKRHC.E  GTAGG.V

BgTRIT_T1-20_3146  B KdG  B               B  B       B KddG          KG        R FPV  T               W  G       V YYVM          VY       L L   SL NE............S SG A...... D    TNQDRSYI.K  SNVGL.G

Bg_DAC_2688  B KdG  B               B  B       B KddG          KG        R FPV  S               W          V FYVL          V        I K   DC EE............N QGEH...... N    TNRDRKFI.Q VYTFGD.G

BgTRIT_T1-20_3623  B KdG  B               B  B       B KddG          KG        R FPI  T               W  G       V YYVL          VF       L T   KN DE............S QG D...... D    ANIGLSVM.E  VVEAN.N

BgTRIT_T1-20_3057  B KdG  B               B  B       B KddG          KG        R FPI  S               W  G       V YYVL          VF       L T   KN DE............S QG N...... D    ANIGLSVM.E  VVEAN.N

Bgtv316_7593  B KdG  B               B  B       B KddG          KG        R FPL  S               W  G       V FYIL          VF       V Q   TT IG............N QG E...... D    TNIDASFL.E  SSKGT.G

Bg_SECS1459_1112  B KdG  B               B  B       B KddG          KG        R FPL  S               W  G       V FYIL          VF       V Q   TT IG............N QG E...... D    TNIDASFL.E  SSKGT.G

Bg_SECS1459_5998  B KdG  B               B  B       B KddG          KG        R FPV  S               W  G       V YYIL          VF       V Q   ED DA............N QG A...... K    TNKRGSYL.E  SSVGS.G

Bg_SECS1459_1522  C JIH  C               C  C       C JIIH          JH        R FPV  S               W  G       V YYIL          VF       V Q   ED DA............N QG A...... K    TNKRGSYL.E  SSVGS.G

consensus>70 .r.fp...................w..g.......v.yyv...........vf.......


Multiple sequence alignment (MSA) of AVRPM2 subfamily members



90       100   X         X
BLGH_04995   A                   C                 ES WMAVPFLGRRLDSIVTM

Bg_DAC_540   B                   C                 KF QMTSQYWGSSLQTILNL

Bg_DAC_3871   B                   C                 RQ PFYLRE...........

BLGH_06957   B                   C                 YP YAVTIE...........

BgAVE_3494   B                   C                 HN PLDQYYG..........

BLGH_02099   B                   C                 VE DIPRD............

Bgtv316_3286   B                   C                 VE DIYGP............

BgTRIT_T1-20_2287   B                   C                 EE VIVIPE...........

Bgtv316_3290   B                   C                 QE YVTGV............

Bg_SECS1459_7354   B                 CDREVPSP............

BgAVE_6117   B                   C                 ET MVSSPE...........

Bg_DAC_5764   B                   C                 QL DAY..............

BgAVE_3411   B                   C                 DE AYTR.............

BgPOA_613   B                   C                 DE AYTR.............

BLGH_02072   B                   C                 DE AYTR.............

Bg_DAC_2858   B                   C                 QE VSA..............

Bgtv316_4554   B                   C                 QE VSA..............

Bgtv316_2624   B                   C                 QE VSA..............

BgTRIT_T1-20_452   B                   C                 QE VSA..............

Bg_DAC_3539   B                   C                 FL NLIVTD...........

BLGH_03699   B                   C                 FL NLKVTD...........

BgAVE_3810   B                   C                 FL NLKVTD...........

BgLOL_1177   B                   C                 YE THILG............

BLGH_07103   B                   C                 YR DLVAS............

Bg_DAC_2136   B                   C                 YR DLVAG............

Bg_DAC_4253   B                   C                 YK TLVLRD...........

BLGH_02100   B                   C                 YK TLVLLD...........

BgPOA_4678   B                   C                 YK TLVLLD...........

BgTRIT_T1-20_3146   B                   C                 TM GYYET............

Bg_DAC_2688   B                   C                 GN AHVQD............

BgTRIT_T1-20_3623   B                   C                 KR TKVAG............

BgTRIT_T1-20_3057   B                   C                 KR TKVAG............

Bgtv316_7593   B                   C                 HK TYFEG............

Bg_SECS1459_1112   B                   C                 HK AYFEG............

Bg_SECS1459_5998   B                   C                 NE TFVEG............

Bg_SECS1459_1522   C                   C                 NK TFVEG............

consensus>70 ..c.................
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