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Pair-wise RMSD for fusion peptide after E1 superposition trimer superposition
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Molar Ratio
Complex T(°C) K, (nM) AG (kcal/mol)  AH (kcal/mol) -TAS (kcal/mol) N* Nerpeon, &
WEEV-SKT05 25 1312 -10.8+0.1 -29.0+0.8 18.240.7 0.19+0.01 0.25
WEEV-SKW19 25 21+3 -10.5+0.1 -11.5+0.3 1.0+0.1 0.55+0.05 1.0
VEEV-SKTO058 37 1542 -11.1+0.1 -6.10.1 -5.0+0.1 0.12+0.01 0.25
VEEV-SKV09 25 6.1+£0.9 -11.2+0.1 -7.4+0.1 -3.8+0.1 0.20+0.01  0.125
EEEV-SKE26 25 3.1+0.8 -11.6+0.1 5.3+1.1 -16.9+3.7 0.31+0.01 1.0

*Stoichiometry of antigen binding sites per E1/E2. &Based on structural data. $In the presence of 0.05% Tween-20.





