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SKT05    EVQLVESGAGLVQPGGSLRLSCAASGFTFSDSWMSWVRQSPGKGLEWVGRIKGKPDGETAAYAASVKGRFSISRDDSKNTLYLQMNSLKTEDTAVYYCTRDRTSCRRGVCYAAFHSWGQGVLVTVSS
HV3-15*01 ........G...K.................NA.......A............S.T..G.TD...P.....T............................T
HV3-15*02 ........GA..K.................NA.......A............S.T..G.TD...P.....T............................T
HV3-15*03 .......AGA..................C.NA.......A............S.AN.G.TD...P.....T...V........................T
HV3-15*04 ........G...K.................NA.......A...........ES.T..G.TD...P.....T............................T
HV3-15*05 ........G...K.................NA.......A............S.T..G.TD...P.....T............................T
HV3-15*06 ........G...K.................NA.......A............S.T..G.TN...P.....T............................T
HV3-15*07 ........G...K.................NA..N....A............S.T..G.TD...P.....T............................T
HV3-15*08 .......AG...................C.NA.......A.........C..S.AN.G.TD...P.....T..............I.............T
HJ5*01                                                                                                                     .D.....T......
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SKT05     DIQMTQSPSSLSASAGDRVTLTCRASQAISFYLAWYQQKPGKAPKRLIYDASELQGGVPSRFSGSGSGTDFTLSINSLQPEDSATYFCLQYDSPPFTFGPGTKVEIK
KV1-16*01 ..............V.....I......G..N....F.........S...A..S..S.................T.S......F...Y. 
KV1-16*02 ..............V.....I......G..N....F.........S...A..S..S....K............T.S......F...Y.
KJ3*01.                                                                                                  .........D..
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