apoeb
col15a1b
tob1a
cx43
ptgdsb.2
rgcc
slc4ada
ot
ptgasb.
rlbp1a
tmsb4x
tjp2b
cldn5b
krt18a.1
RAMP1
id1
her4.1
her4.3
eeflalll
rf)l 2|
rpl2211
nme2b.1
icn
si:ch211-222121.1
atf5b
pabpcia
mt-co1
slc1a4
stc2a
tars
higd1a
f24
eif4dala

X3 |

cyp26¢1
gt

1gtop:
marcksl1b
oli %

rps
cﬁb b
her4.2.1
her12
abhd6a
smoc1
aldh1a3
zgc:195173
hspb1

rdh10a
si:dkey—164f24.2
inhbab

mfap5

EGFP

IH" \

| M‘ \H{ \HHH‘

oxidoreduction-driven active transmembrane transporter activity =

GO Term

iH \ \
i

C1

H\‘H H“\H ‘\

H\P \

i

anatomical structure development 4 .
-log10(p-value)
7
6
[ ]
5
4
response to chemical 4 . Gene Ratio
@ oos
@ oo
. . . 0.15
protein folding chaperone 4 [ ]
. 0.20
. 0.25
response to organic substance .

Cell Cluster

C2 C3 C4 & ﬁ
‘I ’ \ | | | | | ! ‘ “ H | | Hl I
‘\ ‘H I \‘H NHH\ H | M H I H‘ |‘\ Hi‘ | \“Hl}\HH‘\I‘H ‘lHl\l}H Il
H \H\H‘lu\‘\l\”\ ] \MHH‘ | | H\‘\ ‘lll\ \‘ H\H\HH | | | | I [l i
H \H ‘ \H\ | ‘ it \‘ \H "| ‘\ ’ H‘ NI H‘ ‘\ | ‘ ‘ [ \H‘ m“‘\l‘\“\H’\‘I‘WWH\I
| [ [ | ‘ \
A | 'i.nw.'a,mw ‘
‘\ \‘\ | \‘ | H ‘\H I H vhl !U}}ll” ‘\H\“IW\‘ M1 0
i bl -
I \H ’l | \H“ ‘\‘\ ‘ \l ‘ QN {1111 ‘\ i“mw.h”\’w
\ HH“ (FFFAIT Hw \‘\ H Hm i H
’ “\ ‘\‘\‘Hlﬂ‘HH I ::‘\:\“HH\ | \‘ | | “ |

Expression

Supplementary Figure 5: (A) Enrichment term analysis of the Muller glia cluster expressing markers
associated with stress response. (B) Heatmap visualizing the top 10 expressed genes of each quies-

cent Muller glia cluster (C1-C6).



