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Dorea formicigenerans ATCC 27755

Catenibacterium mitsuokai DSM 15897

Veillonella sp. HPA0037

Eubacterium rectale ATCC 33656

XdhB (Xdh FAD binding domain)
XdhC (Xdh [2Fe-2S] binding domain)
XdhA (Xdh molybdopterin binding domain)
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