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Fig. S7 Semi-quantitative analysis of ARG-1 immunohistochemistry derived from QuPath
software. (A) the number of ARG-1+ cells per mmZ2 lung tissue sections per animal.

(B) Percent of cells that were DAPI+ and ARG-1+, and (C) Percent of cells that were ARG-1+
and F4/80+. The data represent 3 animals per group for each genotype.



