Supplementary Figure 6.

zZ-score

CHD?7 gene expression — Beltran et al. cohort

*

*kkk

*kkk
*%

Kruskal-Wallis, p = 0.00019

\v{o ’\e@ \§(/ x\go x\go
@ ¥ &
Subtypes

MCRPC subtypes

AR-/NE-
AR-/NE+
ARL/NE-
AR+/NE-
AR+/NE+

Supplementary Figure 6. Gene expression level of CHD7 among the mCRPC tumors of Beltran et al. cohort’.

A) Boxplots representing the gene expression level of CHD7 in z-score. Horizontal lines in the boxplots denote median values; boxes
extend from the 25™ to the 75" percentile of each group's distribution of values; vertical extending lines denote adjacent values (the
most extreme values within 1.5 interquartile range of the 25" and 75" percentile of each group). Significance is indicated as follows in
the figures: ns not significant; *p < 0.05; ** p < 0.01; *** p < 0.001, **** p < 0.001. p values were adjusted using Benjamini-Hochberg

(FDR) method.



