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Supplementary Figure 3. Bar plot shows the levels of the PBP signature score in pCR samples (RCB 0) and 
non-pCR samples (RCB I/II/III) measured by the KIPA (A), the proteomics (B), and the RNA-seq (C). P-values 
were determined by the Wilcoxon rank-sum test comparing signature levels for pCR samples to non-pCR 
samples.


