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S6 Fig . Genomic distribution of fab and associated genes.

Protein/enzyme name each gene is coding: fabA: 3-hydroxyacyl-ACP dehydrase/trans-2-
decanoyl-ACP isomerase; fabB: 3-ketoacyl-ACP synthase I; fabD: malonyl-CoA: ACP
transacylase; fabF: 3-ketoacyl-ACP synthase II; fabG: 3-ketoacyl-ACP reductase; fabl:
enoyl-ACP reductase I; fabV: enoyl-ACP reductase; fabY: 3-ketoacyl-ACP synthase; fabZ:
3-hydroxyacyl-ACP dehydratase; acpP: Acyl-carrier protein; plsX: FA/phospholipid
synthesis protein; [px4D: glucosamine N-acyltransferase; /pxB: lipid-A-disaccharide
synthase.
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