
 

Figure S1. Genome-wide copy number visualization supports the clonal origin of all serial isolates. Plot of normalized read depth across all 

chromosomes for all 20 serial isolates. Serial isolates are ordered from D1.1 on the bottom to D11.1 on the top. Chromosomes are ordered by size 

on the x-axis and estimated mean copy number is indicated on the y-axis. All chromosomes are present in 1 copy, with small increases in mean 

copy number found in all 20 isolates at repetitive loci, predominantly in the sub-telomeric regions.  


