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For manuscripts utilizing custom algorithms or software that are central to the research but not yet described in published literature, software must be made available to editors and
reviewers. We strongly encourage code deposition in a community repository (e.g. GitHub). See the Nature Portfolio guidelines for submitting code & software for further information.
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Policy information about availability of data

All manuscripts must include a data availability statement. This statement should provide the following information, where applicable:

- Accession codes, unique identifiers, or web links for publicly available datasets
- A description of any restrictions on data availability

- For clinical datasets or third party data, please ensure that the statement adheres to our policy

Research involving human participants, their data, or biological material
Policy information about studies with human participants or human data. See also policy information about sex, gender (identity/presentation),
and sexual orientation and race, ethnicity and racism.
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Note that full information on the approval of the study protocol must also be provided in the manuscript.
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All studies must disclose on these points even when the disclosure is negative.
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Reporting for specific materials, systems and methods
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Code to replicate all analyses is available from https://github.com/korem-lab/MOMs-PI_microdiversity_2023

The raw sequencing data and metadata were obtained from ref. 1. Data are available under restricted access for ethical and privacy concerns from dbGAP under
accession phs001523 [https://www.ncbi.nlm.nih.gov/projects/gap/cgi-bin/study.cgi?study_id=phs001523.v1.p1]. Access can be obtained by a data access request
to dbGaP [https://dbgap.ncbi.nlm.nih.gov/aa/wga.cgi], under the purview of the data access committee of the Eunice Kennedy Shriver National Institute of Child
Health and Human Development [HD-DAC@mail.nih.gov]. All processed features generated in this study are available95 at Zenodo, doi: https://doi.org/10.5281/
zenodo.8150902. The validation dataset32 is available in SRA, under accession PRJNA288562 [https://www.ncbi.nlm.nih.gov/bioproject/?term=PRJNA288562].

All individuals in the study were female. Information regarding gender is not available to us.

Race, ethnicities, and other socially relevant grouping were not used in our analysis.

Population characteristics have been described in Fettweis et al., Nature Medicine 2019. The cohort is 100% female. Age was
reported as 26 (5.68) mean(sd) and 25.9 (5.43) for PTB and TB groups. The race/ethnicity reported was 77.8% African, 13.3%
European, 6.7% Hispanic, and 2.2% Native American for the PTB group, and 78.9% African, 14.4% European, 5.6% Hispanic
and 1.1% Native American for the TB group.

No recruitment was involved in this study.

This is a secondary analysis which was approved by the IRB of Columbia University (AAAS5367).

We used all available samples, sample size was determined by the authors of the published study.

No data was excluded from the analysis.

There are no experimental findings in this study. We have replicated our main findings in an additional dataset (Fig. 2h, i).

This was a secondary analysis of a publicly available dataset, the original study was observational, and there was no intervention. Hence,
randomization is not relevant.

This was a secondary analysis of a publicly available dataset, the original study was observational, and there was no intervention. Hence,
blinding is not relevant.




