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Supplemental Information: 

 

Supplemental Figure S1: Figure S1: Survival Analysis of new diagnosed GBM patients based on 

detectable copy number alterations in the CSF, related to STAR Methods. A) Progression Free Survival 

(PFS) B) Overall Survival (OS). 

Supplemental Table S1: A Full Description of the Sample Demographics in the study, related to STAR 

Methods. 

Supplemental Table S2: Genomic Coordinates for the Focal Regions Evaluated, related to Figure 1. 

Supplemental Table S3: Real-CSF Raw Predictive Features Listed for all Manuscript Samples, related to 

STAR Methods. 

Supplemental Table S4: Real-CSF Calls For Matched Plasma Samples, related to STAR Methods. 

 


