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Additional file 2. Blobplots showing the state of genome assemblies before and after decontamination for the following
 species: Borovskyia barvae (panel A), Obscuromonas modryi (B), Trypanosoma avium (C), Trypanosoma boissoni (D),
 Trypanosoma mega (E), Trypanosoma platydactyli (F), and Trypanosoma scelopori (G).  
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