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Genome ploidy estimation based on the analysis of heterozygous k-mer pairs. Total coverage of k-
mer pairs and normalized minor k-mer coverage are plotted on Y and X axes, respectively.
Additional file 7.



Normalized minor kmer coverage: B / (A + B) Normalized minor kmer coverage: B / (A + B)

T. avium

2 
n

3 
n

4 
n

5 
n

6 
n

7 
n

8 
n

1/5 1/4 1/3 2/5 1/2

AB

AABB

AAABB

AAAAAABB

AAAABBB

proposed diploid

1n = 20

AB
AABB
AAABB
others

0.72
0.16
0.07
0.04

log kmers pairs

0

0

20

100

600

3000

15000

2 
n

3 
n

4 
n

5 
n

6 
n

7 
n

8 
n

1/5 1/4 1/3 2/5 1/2

AB

AAB

AAABB

AAAAAAABBAAAAAAAAB

AAAB

AAAAABB

proposed diploid

1n = 33

AB
AAB
AAABB
AAAB
others

0.36
0.28
0.13
0.06
0.17

log kmers pairs

0

0

20

70

300

1000

5000

T. boissoni

2 
n

3 
n

4 
n

5 
n

6 
n

7 
n

8 
n

1/5 1/4 1/3 2/5 1/2

AB

AABB

AAABBAAAAB

AAAAABB

proposed diploid

1n = 25

AB
AABB
AAABB
AAAAB
others

0.73
0.1
0.1
0.03
0.03

log kmers pairs

0

10

30

200

1000

6000

34000

2 
n

3 
n

1/5 1/4 1/3 2/5 1/2

AB

AABB

AAB

proposed diploid

1n = 126

AB
AABB
AAB

0.41
0.36
0.23

log kmers pairs

0

10

70

600

5000

39000

323000
T. mega T. platydactyli

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

Normalized minor kmer coverage: B / (A + B) Normalized minor kmer coverage: B / (A + B)

Normalized minor kmer coverage: B / (A + B) Normalized minor kmer coverage: B / (A + B)

2 
n

3 
n

4 
n

5 
n

1/5 1/4 1/3 2/5 1/2

AB

AAAB

AAB

proposed diploid

1n = 85

AB
AAAB
AAB

0.89
0.08
0.02

log kmers pairs

0

10

50

300

2000

15000

102000
O. modryi

2 
n

3 
n

4 
n

5 
n

6 
n

7 
n

1/5 1/4 1/3 2/5 1/2

AB

AAAB

AAAAB

proposed diploid

1n = 64

AB
AAAB
AAAAB

0.9
0.08
0.02

log kmers pairs

0

10

40

300

2000

11000

70000
S. podlipaevi



Normalized minor kmer coverage: B / (A + B) Normalized minor kmer coverage: B / (A + B)

2 
n

3 
n

4 
n

5 
n

1/5 1/4 1/3 2/5 1/2

W. collosoma

AB

AAB

AAAB AABB

AAABBB

proposed diploid

1n = 89

AB
AAB
AAAB
AABB
AAABBB

0.61
0.2
0.11
0.04
0.03

log kmers pairs

0

10

40

200

1000

8000

49000

2 
n

3 
n

4 
n

5 
n

6 
n

7 
n

8 
n

1/5 1/4 1/3 2/5 1/2

AB

AAAB AABB

proposed diploid

1n = 26

AB
AAAB
AABB

0.72
0.25
0.03

log kmers pairs

0

10

30

200

1000

7000

42000
W. rigidus

Wallacemonas sp. MBr04 Wallacemonas sp. TrypX

2 
n

3 
n

4 
n

5 
n

1/5 1/4 1/3 2/5 1/2

AB

AAAB AABB

AAB

proposed diploid

1n = 91

AB
AAAB
AABB
AAB

0.83
0.1
0.04
0.03

log kmers pairs

0

10

50

400

3000

20000

141000

2 
n

3 
n

4 
n

5 
n

1/5 1/4 1/3 2/5 1/2

AB

AAB

AAAB AABB

proposed diploid

1n = 88

AB
AAB
AAAB
AABB

0.74
0.11
0.11
0.04

log kmers pairs

0

10

40

300

2000

12000

82000

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

Normalized minor kmer coverage: B / (A + B) Normalized minor kmer coverage: B / (A + B)

Normalized minor kmer coverage: B / (A + B) Normalized minor kmer coverage: B / (A + B)

T. scelopori V. spadyakhi
2 

n
3 

n
4 

n
5 

n
6 

n
7 

n
8 

n

1/5 1/4 1/3 2/5 1/2

AB

AAABB

AAAAAAABB

AAB

AAAAAAAAB

AAABBB

proposed diploid

1n = 33

AB
AAABB
AAB
AAABBB
others

0.53
0.2
0.05
0.04
0.18

log kmers pairs

0

0

20

100

500

2000

11000

2 
n

3 
n

4 
n

5 
n

6 
n

7 
n

8 
n

1/5 1/4 1/3 2/5 1/2

AB

AAAB AABB

proposed diploid

1n = 43

AB
AAAB
AABB

0.95
0.03
0.02

log kmers pairs

0

10

50

300

2000

16000

114000



2 
n

3 
n

4 
n

5 
n

6 
n

1/5 1/4 1/3 2/5 1/2

AB

AAB

AAAB

proposed diploid

1n = 76

AB
AAB
AAAB
others

0.6
0.35
0.02
0.02

log kmers pairs

0

10

40

200

1000

8000

47000

Z. costaricensis

2 
n

3 
n

4 
n

5 
n

6 
n

7
n

8 
n

1/5 1/4 1/3 2/5 1/2

AB

AAAB

proposed diploid

1n = 56

AB
AAAB

0.95
0.05

log kmers pairs

0

10

60

400

3000

25000

189000

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

To
ta

l c
ov

er
ag

e 
of

 th
e 

km
er

 p
ai

r:
 A

 +
 B

Normalized minor kmer coverage: B / (A + B) Normalized minor kmer coverage: B / (A + B)

Normalized minor kmer coverage: B / (A + B)

Wallacemonas sp. Wsd Wallacemonas sp. 195SL

2 
n

3 
n

4 
n

5 
n

6 
n

1/5 1/4 1/3 2/5 1/2

AA AB

AAAB

proposed diploid

1n = 81

AA
AB
AAAB

0.7
0.26
0.03

log kmers pairs

0

10

40

300

2000

11000

71000


