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Supplementary Table 1 Exact database search inputs 

PubMed (((((((Enterococc*) OR (Enterococcus faecalis)) OR (Enterococcus faecium)) OR (E. faecalis)) OR (E. faecium)) AND 

(((((Vancomycin resistan*) OR (Antibiotic resistan*)) OR (Antimicrobial resistan*)) OR (Drug resistan*)) OR (VRE))) AND 

((((((Epidemiology) OR (prevalence)) OR (rate)) OR (frequency)) OR (Cross-sectional stud*)) OR (Epidemiologic stud*))) 

AND India 

Scopus TITLE-ABS-KEY ( ( ( ( ( ( ( ( enterococc* )  OR  ( enterococcus  AND faecalis ) )  OR  ( enterococcus  AND faecium ) )  OR  ( 

e.  AND faecalis ) )  OR  ( e.  AND faecium ) )  AND  ( ( ( ( ( vancomycin  AND resistan* )  OR  ( antibiotic  AND resistan* ) )  

OR  ( antimicrobial  AND resistan* ) )  OR  ( drug  AND resistan* ) )  OR  ( vre ) ) )  AND  ( ( ( ( ( ( epidemiology )  OR  ( 

prevalence ) )  OR  ( rate ) )  OR  ( frequency ) )  OR  ( cross-sectional  AND stud* ) )  OR  ( epidemiologic  AND stud* ) ) )  

AND  India ) 

Google Scholar Prevalence | frequency | rate + Enterococci | Enterococcus | Enterococcus faecalis | Enterococcus faecium | E. faecalis | E. faecium 

+ Vancomycin resistan* | Antibiotic resistan* | Antimicrobial resistan* | Drug resistan* | VRE + India -Iran -Indonesia 

 



Supplementary Table 2 Quality assessment of studies using Joanna Briggs Institute (JBI) critical appraisal checklist for studies reporting 

prevalence data 

Study name Checklists*  Total 

score 1 2 3 4 5 6 7 8 9 

Bhargava et al. 2022 [1] Yes Yes Yes Yes Unclear Yes Yes Yes Yes 8 

Bhatt et al. 2015 [2] Yes Yes Yes Yes Yes Yes Yes Unclear Yes 8 

Das et al. 2022 [3] Yes Yes Yes Unclear Unclear Yes Yes Yes Yes 7 

Das et al. 2021 [4] Yes Yes Yes Yes Yes Yes Yes Yes Yes 9 

Deshpande et al. 2013 [5] Yes Yes Yes No Unclear Yes Yes Yes Yes 7 

Gangurde et al. 2014 [6] Yes Yes Yes Unclear Unclear Yes Yes Unclear Yes 6 

Goel et al. 2016 [7] Yes Yes Yes Yes Yes Yes Yes Unclear Yes 8 

Hazarika et al. 2021 [8] Yes Unclear No Yes No Yes Yes Yes Yes 6 

Jain et al. 2022 [9] Yes Yes Yes Yes Yes Yes Yes Yes Yes 9 

Kapoor et al. 2005 [10] Yes Yes Unclear Yes Yes Yes Yes Unclear Yes 7 

Meena et al. 2017 [11] Yes Yes Yes Yes Yes Yes Yes Yes Yes 9 



Phukan et al. 2016 [12] Yes Yes Yes No Unclear Yes Yes Unclear Yes 6 

Praharaj et al. 2013 [13] Yes Yes Yes No Unclear Yes Yes Yes Yes 7 

Purohit et al. 2017 [14] Yes Yes Yes Unclear Unclear Yes Yes Yes Yes 7 

Sami et al. 2020 [15] Yes Yes Yes Yes Yes Yes Yes Unclear Yes 8 

Shinde et al. 2012 [16] Yes Yes Yes No No Yes Yes Unclear Yes 6 

Sreeja et al. 2012 [17] Yes Yes Yes No Unclear Yes Yes Unclear Yes 6 

Taneja et al. 2004 [18] Yes Yes Yes No Unclear Yes Yes No Yes 6 

Yadav & Agarwal 2022 [19] Yes Yes Yes Unclear No Yes Yes Unclear Yes 6 

Note: *Checklists were as follows: 1. Was the sample frame appropriate to address the target population? 2. Were study participants sampled in 

an appropriate way? 3. Was the sample size adequate? 4. Were the study subjects and the setting described in detail? 5. Was the data analysis 

conducted with sufficient coverage of the identified sample? 6. Were valid methods used for the identification of the condition? 7. Was the 

condition measured in a standard, reliable way for all participants? 8. Was there appropriate statistical analysis? 9. Was the response rate adequate, 

and if not, was the low response rate managed appropriately?



Supplementary Table 3 Enterococci species isolated in the included studies 

Study Total 

Enterococci 

isolates 

Enterococci 

species isolated 

Number of other 

Enterococci isolates* 

(n=) 

Number of other 

VRE species* (n=) 

Bhargava et al. 2022 [1] 18 - - - 

Bhatt et al. 2015 [2] 200 E. faecalis,           

E. faecium 

0 0 

Das et al. 2022 [3] 118 E. avium,               

E. durans,              

E. faecalis,            

E. faecium,                

E. gallinarum 

E. avium (2),               

E. durans (1),                            

E. gallinarum (1) 

0 

Das et al. 2021 [4] 457 E. faecalis,           

E. faecium 

0 0 



Deshpande et al. 2013 [5] 291 E. faecalis,           

E. faecium 

0 0 

Gangurde et al. 2014 [6] 180 E. durans,             

E. faecalis,            

E. faecium,                

E. raffinosus 

E. durans (8),                            

E. raffinosus (6) 

E. durans (1),                            

E. raffinosus (1) 

Goel et al. 2016 [7] 115 E. avium,  

E. casseliflavus, 

E. dispar,  

E. faecalis,            

E. faecium,  

E. gallinarum, 

E. pseudoavium 

E. avium (2),  

E. casseliflavus (2), 

E. dispar (3),   

E. gallinarum (2), 

E. pseudoavium (3) 

E. gallinarum (2) 

Hazarika et al. 2021 [8] 6 - - - 

Jain et al. 2022 [9] 9 - - - 



Kapoor et al. 2005 [10] 50 E. dispar,              

E. durans,             

E. faecalis,            

E. faecium 

E. dispar (3),                   

E. durans (4) 

0 

Meena et al. 2017 [11] 70 E. faecalis,           

E. faecium 

0 0 

Phukan et al. 2016 [12] 67 E. faecalis,         

E. faecium 

0 0 

Praharaj et al. 2013 [13] 367 E. faecalis, 

E. gallinarum, 

E. mundtii 

- E. gallinarum (2), 

E. mundtii (1) 

Purohit et al. 2017 [14] 250 E. faecalis,           

E. faecium,               

E. gallinarum 

E. gallinarum (6) 0 

Sami et al. 2020 [15] 1014 E. faecalis,           

E. faecium 

0 0 



Shinde et al. 2012 [16] 54 E. durans,             

E. faecalis,           

E. faecium 

E. durans (2) 0 

Sreeja et al. 2012 [17] 128 E. faecalis,           

E. faecium 

0 0 

Taneja et al. 2004 [18] 144 E. avium,              

E. casseliflavus,   

E. faecalis,           

E. faecium,               

E. mundtii,           

E. pseudoavium 

E. avium (5),                   

E. casseliflavus (34),                

E. mundtii (5),                 

E. pseudoavium (3) 

E. casseliflavus (1),                                  

E. pseudoavium (1) 

Yadav & Agarwal 2022 [19] 145 E. durans,             

E. faecalis,           

E. faecium,               

E. gallinarum 

E. durans (2),                  

E. gallinarum (1) 

E. durans (1) 

Note: ‘-’ means not given, ‘*’ means Enterococci species other than E. faecalis and E. faecium. VRE = vancomycin-resistant Enterococci



 

Supplementary Figure 1 Funnel plot to observe publication bias before applying trim-and-fill 

method. 

 

 

 

 

 

 

 

 

 

 



 

Supplementary Figure 2 Funnel plot to observe publication bias after applying trim-and-fill 

method. 
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