1. Single cell annotation of chronic Atrophic gastritis matrix
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(4) Epithelial cell
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2. Single cell annotation of gastric cancer matrix

(1) B cell
MS4A1 MS4A1
54 i 14
= 104
3 ~ 15 o - 4
S e 3 g i 3
=i ‘ -10 3 912 0
“ 0 | 11
O N v ™ % 5 o0 A 2 9 Q0 N A0 >N -15 -10 -5 0 5 10
Identity UMAP_1
cD19 cD19
5 7 14
104
3, N‘ . 15 am Py,
g % o B ‘ 0 6 z
=3 -104 3 9 12
. l | | |
0 1
O N U D% % 5 9 A QB O QO N AL A -15 -10 -5 0 5 10
Identity UMAP_1
(2) CMP
TPSAB1 CPA3 TPSAB1 CPA3
-
© ©
E 1 E 44 ~ 1o i
5 5 a
@ i < O 3
8 21 8 21 = 2
S [=% -10
S 1L ||.H Al 0
DN VUD XD BN > BDIRIS OANVUD XHOA D ARG -15
Identity Identity
(3) Endothelial cell
. !
VWF Ll 2 VWF
Bl 3
T 4 Ll 4 Tooom
= 5 104
@] 10 4
— 3 6 N 15 4
S o T 2 3
o 7 0
) 8 =
= J 12 1
S
a1 9 -101 \
3
& 11 | ° .
0 T T T T T T T T T T T T % T T T . 11 T T T Ml T
NS NHOA D Mo = 12 ~15-10 -5 0 5 10
. 13
Identity ] 14 UMAP_1
[ [
(4) Fibroblast
g FGF7 3 ACTA2 FGFT - ACTA2 ;
5 5 ! 1 ! /
o o 1 15 10. o1 15 10.
?311!!!!!!!:1.!:!:1: %g ﬁ i AR ZEM e Sy :
g AN DRG0 R OIALDNS g OALDEE0A B OIN BN G5 -0 5 0 5 10 'S 45 0 5 0 5 1
n Identity d Identity UMAP_1 0 UMAP_1 0
>
8 COL11A1 COL11A1 I
-
3
c 1 1 14
o B 18 10, 4
INTNINITN N AN
SRR L TR LAY 5 0 -5 0 5 10 1
] Identity UMAP_1 g




(5) Macrophage
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(8) Progenitor
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(9) CD4+T cell and CD8+T cell
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