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Figure S1. Composite fibers fabrication. (a) Schematic representation of the procedure used to obtain the suspension 

solution. (b) Scheme of the vertical electrospinning process. (c) SEM image of the microfibrous mat and (d) 

macroscopic photo of the final product.
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Figure S2. Crosslinking strategy optimization. (a) Analysis of the microfibers diameter performed on a sample of 

100 individual microfibers. (b) SEM images of the microfibers after the different treatments of crosslinking. (c) Cell 

viability assay on HDFa cells after 24 h of growth in the presence of the extraction media obtained from the microfibers 

crosslinked with the various approaches. Crosslinking with TFA resulted either in a significant decrease of cell 

viability, or in a loss of the fibrous architecture when TFA exposition was followed by washing in PBS. Asterisks 

represent statistical significance (* p < 0.05, *** p < 0.001).
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Figure S3. In vitro biocompatibility of the composite fibers extracts from non-CL microfibers. Cell viability 

assay (a) on HDFa cells and (b) on HaCaT cells after 24 and 48 h of cell growth in the presence of the extracts obtained 

from the non-CL samples. Asterisks represent statistical significance with respect to the control, untreated samples (* 

p < 0.05).
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Figure S4. mRNA quantification analysis onto treated fibroblasts. bcl-2 gene expression with real-time PCR on 

the mRNA extracted from HDFa cells after 1 and 3 days of growth in presence of the extraction medium obtained 

from (a) non-crosslinked and (b) crosslinked microfibers. bax gene expression with real-time PCR on the mRNA 

extracted from HDFa cells after 1 and 3 days of growth in presence of extraction medium obtained from (c) non-

crosslinked and (d) crosslinked microfibers. Asterisks represent statistical significance with respect to the control, 

untreated samples (* p < 0.05, ** p < 0.005).


