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The GWAS and Meta-analysis summary statistics will be available at http://jenger.riken.jp/result

Since the target disease is prostate cancer, only male subjects were recruited and analyzed.

The individuals included in the PrCa GWAS were all Japanese who were collected in the BioBank Japan (https://
biobankjp.org/english/index.html), which is a biobank that collaboratively collects DNA and serum samples from 12 medical
institutions in Japan and recruited approximately 200,000 patients with a diagnosis of at least one of 47 diseases (including
13 cancers). For meta-analysis, we used summary statistics of PrCa GWAS divided into three ancestries (European, African
and Hispanic).

From Biobank Japan (BBJ), we selected 8,645 pathologically proven PrCa patients and 89,536 male subjects without PrCa as
control. They were recruited in BioBank Japan as shown above so they are hospital-based participants. The advantage of this
study is availability of follow-up data of the participants.

The study was approved by the Ethics Committee of RIKEN (17-17-16(16)) and Institute of Medical Sciences at The University
of Tokyo.

First, we conducted a GWAS of BBJ samples consisting of 8,645 cases and 89,536 controls. We used all available samples we have. samples
Next, we conducted a trans-ethnic meta-analysis, using the results of BBJ and the summary statistics of a previous GWAS for prostate cancer
including European, African, and Hispanic ancestries assuming a random effect. The combined dataset consisted of 107,218 cases and
197,733 controls.

For quality control of samples, we excluded those with: (1) a sample call rate of <0.98; and (2) outliers from East Asian clusters identified by a
principal component analysis using genotyped samples. For quality control of genotypes, we excluded variants meeting any of the following
criteria: (1) call rate < 99%; (2) P value for Hardy-Weinberg equilibrium (HWE) < 1.0 × 10-6. We also excluded SNP with a large allele frequency
difference between the reference panel and the samples (> 0.06).

We conducted trans-ethnic meta-analysis.

This study was not applicable because it was not a prospective study.

All individual data was anonymized to protect privacy.




