Dataset S2. Genes differentially expressed between WT and SoxC KO
postmitotic progenitor cells at E13.5 (cutoff: logFC > 0.6).

Gene p_val avg_logFC pct.1 pct.2 p_val_adj

Sox11 5.56E-195 2.49999096 0.987 0.317 9.44E-191
Ebfl 5.37E-101 1.82519839  0.732 0.13 9.12E-97
Tectb 3.03E-58 1.79657983 0.449 0.024 5.15E-54
Sall3 3.50E-102 1.49075411 0.645  0.007 5.94E-98
Tubala 4.74E-86 1.25489644 0.715 0.225 8.04E-82
Tecta 5.21E-71 1.17377479 0.604 0.119 8.85E-67
Pdap1 6.09E-128 1.10120836 0.941 0.811 1.03E-123
Crym 2.34E-63 1.06345886 0.52 0.066 3.97E-59
Tmsb10 3.59E-92 1.03018434 0.867 0.698 6.09E-88
Hnrnpm 9.54E-82 1.0263008 0.845 0.654 1.62E-77
6330403K07Rik 2.93E-60 1.01220174 0.668 0.313 4.98E-56
Tubb2b 2.38E-52 1.0121785 0.556 0.181 4.04E-48
Lmo4 1.32E-76 0.9823484 0.841 0.678 2.25E-72
Dyncli2 2.92E-64 0.97961436 0.753 0.564 4.97E-60
Nmel 1.54E-58 0.97926752 0.708 0.458 2.62E-54
Isl1 1.12E-80 0.96432075 0.879  0.656 1.91E-76
Tubb5 1.53E-61 0.9510302 0.765 0.557 2.60E-57
Rtnl 2.36E-43 0.94851322  0.498 0.17 4.01E-39
Rbpl 4.54E-50 0.93149818 0.429 0.044 7.71E-46
Lockd 1.89E-33 0.92719933 0.493 0.225 3.20E-29
Cbx3 4.73E-53 0.9195345 0.684 0.427 8.04E-49
Dstn 3.84E-107 0.91289464  0.947 0.89 6.51E-103
Gm10320 2.69E-47 0.905124 0.441 0.073 4.57E-43
Pou3f3 2.94E-48 0.88588302 0.423  0.048 4.98E-44
Sox9 1.33E-49 0.86978041 0.724 0.518 2.26E-45
Eyal 2.91E-49 0.85822063 0.7 0.48 4.95E-45
Etv5 7.53E-34 0.84329381 0.481 0.214 1.28E-29
Amd1 3.23E-41 0.82006758 0.694 0.566 5.49E-37
Hmcnl 3.74E-32 0.81888859 0.482 0.231 6.35E-28
Cnot3 8.30E-44 0.8187037 0.657 0.454 1.41E-39
Hnl 2.54E-41 0.8081985 0.58 0.308 4.31E-37
Tled 6.30E-35 0.79333462 0.569 0.337 1.07E-30
Hmgb1 1.08E-90 0.78757176  0.965  0.949 1.84E-86
Nfib 1.04E-31 0.77932845 0.56 0.352 1.76E-27
Ddx5 8.07E-85 0.77438061 0.951 0.899 1.37E-80
Nrep 3.07E-37 0.7692249 0.617  0.407 5.22E-33
Nmtl 4.69E-37 0.76912201 0.641 0.463 7.97E-33
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