Supplementary information, Table S1 The lactylation levels of all 142 overlapping lactated

proteins between control group and Ang II-induced heart failure group (n = 3).

Protein Control Control Control AnglIl Angll Angll Fold P
description 1 2 3 1 2 3 change  value
Acaa2 0.979 1.055 1.124 1.039  0.852 1.041 0.928 0.377
Acadl0 - 0.999 - - 0.987 - 0.988 -
Acad9 - - 1.047 0.963 - - 0.920 -
Acadl 0.927 1.196 1.172 0.928  0.976 0.885 0.846 0.135
Acadm 1.275 1.046 0.893 0.963 0.916 0.723 0.810 0.201
Acadvl 1.009 1.062 1.206 0.993 0.884  0.819 0.823 0.065
Acatl 1.138 1.021 1.120 1.163 0.845 0.725 0.833 0.233
Aco2 1.123 1.131 1.097 0982  0.894  0.824 0.806 0.013
Acotl3 0.999 1.238 1.078 1.217  0.759 0.895 0.866 0.354
Actcl 1.213 1.272 1.027 0919  0.851 0.811 0.735 0.015
Actn2 1.221 1.302 1.112 0.780  0.656 0.890 0.640 0.010
Akl 1.082 1.092 0.959 1.054  0.843 0.999 0.924 0.364
Alb 1.106 1.187 1.019 0.881 0.882 0.961 0.823 0.021
Aldh2 0.970 - - 1.295 - 0.872 1.118 -
Aldoa 1.101 1.060 1.086 0910 0911 0.976 0.861 0.004
Atplal - - 1.117 0.918 - - 0.822 -
Atpla2 1.322 - 1.238 0.901 0.878 0.726 0.652 0.018
Atp2a2 0.858 1.325 1.290 1.013 0.848 0.765 0.756 0.175
Atp5fla 1.072 1.270 0.980 1.022  0.889 0.743 0.799 0.130
Atp5flb 1.101 1.304 1.107 0.965 0.750 0.797 0.715 0.023
Atp5Sflc 1.126 1.151 1.094 0.904  0.796 - 0.756 0.012
Atp5fld 0.966 1.264 1.010 1.021 0.869 0.927 0.869 0.230
Atp5Sfle 1.118 1.211 1.114 1.079  0.766 0.692 0.737 0.078
ATPSIF1 0.862 2.293 1.576 0.921 1.019 0.393 0.493 0.162
AtpSmf - - 1.248 1.060  0.974 0.782 0.752 -
Atp5Spd 1.143 1.162 1.052 1.026  0.844  0.792 0.793 0.047
AtpSpf 0.915 0.924 1.184 1.053 1.004 - 1.021 0.819
Atp5Spo 1.066 1.144 1.101 1.051 0.824  0.735 0.788 0.081
Ckm 1.108 1.256 1.135 0.988  0.782 0.839 0.745 0.020
Ckmt2 1.186 1.325 0.988 0.899  0.863 0.556 0.663 0.072
Clybl 1.236 0.909 - 1.013 - - 0.945 -
Cox4il 1.364 1.202 1.111 1.102  0.714  0.778 0.705 0.067
Cox5b 1.148 1.116 1.154 1.021 0.826 0.796 0.773 0.075
Cox7al 1.010 1.183 1.047 1.152  0.916 0.737 0.866 0.314
Crat 1.158 - - - 1.073 0.685 0.759 -
Cryab - 1.055 - 1.134 - - 1.075 -
Cs 1.074 1.138 1.115 1.140  0.858 0.725 0.819 0.240
Csrp3 0.853 0.943 0.925 1.146  0.957 1.076 1.168 0.066
Decrl 0.983 0.968 1.112 1.104  0.992 0.870 0.968 0.691
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