
Table S1: Leptospira test results from non-target species and regions. 

 
 
 
 
 

 
Bobcat 
(N=12) 

Coyote 
(N=20) 

Desert 
Cottontail 

(N=38) 

Feral Pig 
(N=55) 

Gray Fox 
(N=9) 

Ground 
Squirrel 
(N=38) 

Mountain 
Lion  
(N=11) 

Raccoon 
(N=41) 

Red Fox 
(N=5) 

Striped 
Skunk 
(N=5) 

Virginia 
Opossum 

(N=32) 

Total 
(N=266) 

MAT             
     Negative 6 (50.0%) 13 (65.0%) 27 (71.1%) 40 (72.7%) 4 (44.4%) 2 (5.3%) 1 (9.1%) 16 (39.0%) 3 (60.0%) 3 (60.0%) 30 (93.8%) 145 (54.5%) 
     Positive 5 (41.7%) 7 (35.0%) 3 (7.9%) 15 (27.3%) 0 (0%) 2 (5.3%) 1 (9.1%) 25 (61.0%) 2 (40.0%) 2 (40.0%) 2 (6.3%) 64 (24.1%) 
     Not Tested 1 (8.3%) 1 (5.0%) 8 (21.1%) 0 (0%) 5 (55.6%) 34 (89.5%) 9 (81.8%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 57 (21.7%) 
PCR             
     Negative 1 (8.3%) 1 (5.0%) 27 (71.1%) 7 (12.7%) 6 (66.7%) 36 (94.7%) 9 (81.8%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 87 (32.7%) 
     Positive 1 (8.3%) 0 (0%) 0 (0%) 1 (1.8%) 0 (0%) 0 (0%) 2 (18.2%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 4 (1.1%) 
     Not Tested 10 (83.3%) 19 (95.0%) 11 (28.9%) 47 (85.5%) 3 (33.3%) 2 (5.3%) 0 (0%) 41 (100%) 5 (100%) 5 (100%) 32 (100%) 175 (65.8%) 
Age Class             
     Adult 9 (75.0%) 14 (70.0%) 36 (94.7%) 36 (65.5%) 6 (66.7%) 27 (71.1%) 10 (90.9%) 39 (95.1%) 4 (80.0%) 5 (100%) 31 (96.9%) 217 (81.6%) 
     Juvenile 2 (16.7%) 4 (20.0%) 0 (0%) 19 (34.5%) 2 (22.2%) 11 (28.9%) 1 (9.1%) 2 (4.9%) 1 (20.0%) 0 (0%) 0 (0%) 42 (15.8%) 
     Unknown 1 (8.3%) 2 (10.0%) 2 (5.3%) 0 (0%) 1 (11.1%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 1 (3.1%) 7 (2.6%) 
Sex             
     Female 2 (16.7%) 8 (40.0%) 16 (42.1%) 27 (49.1%) 1 (11.1%) 13 (34.2%) 6 (54.5%) 3 (7.3%) 2 (40.0%) 0 (0%) 7 (21.9%) 85 (32.0%) 
     Male 6 (50.0%) 9 (45.0%) 10 (26.3%) 26 (47.3%) 5 (55.6%) 24 (63.2%) 5 (45.5%) 7 (17.1%) 2 (40.0%) 3 (60.0%) 15 (46.9%) 112 (42.1%) 
     Unknown 4 (33.3%) 3 (15.0%) 12 (31.6%) 2 (3.6%) 3 (33.3%) 1 (2.6%) 0 (0%) 31 (75.6%) 1 (20.0%) 2 (40.0%) 10 (31.3%) 69 (25.9%) 
County             
     Los Angeles 2 (16.7%) 0 (0%) 24 (63.2%) 0 (0%) 5 (55.6%) 36 (94.7%) 7 (63.6%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 74 (27.8%) 
     Monterey 5 (41.7%) 7 (35.0%) 0 (0%) 0 (0%) 2 (22.2%) 1 (2.6%) 0 (0%) 40 (97.6%) 1 (20.0%) 2 (40.0%) 28 (87.5%) 86 (32.3%) 
     Napa 0 (0%) 0 (0%) 0 (0%) 15 (27.3%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 15 (5.6%) 
     San Luis Obispo 0 (0%) 9 (45.0%) 0 (0%) 40 (72.7%) 0 (0%) 0 (0%) 0 (0%) 1 (2.4%) 4 (80.0%) 3 (60.0%) 4 (12.5%) 61 (22.9%) 
     Santa Barbara 1 (8.3%) 4 (20.0%) 0 (0%) 0 (0%) 1 (11.1%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 6 (2.3%) 
     Ventura 4 (33.3%) 0 (0%) 14 (36.8%) 0 (0%) 1 (11.1%) 1 (2.6%) 4 (36.4%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 24 (9.0%) 
Season             
     Dry 3 (25.0%) 9 (45.0%) 16 (42.1%) 17 (30.9%) 3 (33.3%) 28 (73.7%) 8 (72.7%) 13 (31.7%) 2 (40.0%) 0 (0%) 6 (18.8%) 105 (39.5%) 
     Wet 9 (75.0%) 10 (50.0%) 22 (57.9%) 29 (52.7%) 6 (66.7%) 10 (26.3%) 3 (27.3%) 28 (68.3%) 3 (60.0%) 5 (100%) 26 (81.3%) 151 (56.8%) 
     Unknown 0 (0%) 1 (5.0%) 0 (0%) 9 (16.4%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 10 (3.8%) 
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Table S2: Table of reference serovars and strains used in microscopic agglutination testing at the United 
States Centers for Disease Control and Prevention (CDC) and the California Animal Health and Food 
Safety Lab System (CAHFS).  
 

Laboratory Species Serogroup Serovar Strain 
 

CDC 
L. interrogans Australis Australis Ballico 
L. interrogans Australis Bratislava Jez-Bratislava 
L. interrogans Autumnalis Autumnalis Akiyami A 
L. borgpetersenii Ballum Ballum Mus 127 
L. interrogans Bataviae Bataviae Van Tienen 
L. interrogans Canicola Canicola Ruebush 
L. weilii Celledoni Celledoni Celledoni 
L. kirschneri Cynopteri Cynopteri 3522 C 
L. interrogans Djasiman Djasiman Djasiman 
L. kirschneri Grippotyphosa Grippotyphosa Moskva V 
L. santarosai Hebdomadis Borincana HS 622 
L. interrogans Icterohaemorrhagiae Icterohaemorrhagiae RGA 
L. interrogans Icterohaemorrhagiae Mankarso Mankarso 
L. interrogans Javanica Javanica Veldrat Bataviae 46 
L. santarosai Mini Georgia LT 117 
L. interrogans Pomona Pomona Pomona 
L. interrogans Pyrogenes Pyrogenes Salinem 
L. interrogans Pyrogenes Alexi HS 616 
L. interrogans Sejroe Wolffi 3705 
L. borgpetersenii Tarassovi Tarassovi Perepelitsin 

 
CAHFS 

L. interrogans Australis Bratislava Jez-Bratislava 
L. interrogans Canicola Canicola Hond Utrecht IV 
L. interrogans Grippotyphosa Grippotyphosa Andaman 
L. interrogans Sejroe Hardjo Hardjoprajitno 
L. interrogans Icterohaemorrhagiae Copenhageni M20 
L. interrogans Pomona Pomona Pomona 
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Table S3: Leptospira serovars and antibody titer levels for all California wildlife samples. Total number of 
animals tested by host species and serovar (n), the number of animals that exhibited a maximum titer at each 
titer level, the total number of animals that tested positive to each serovar (N), and the row-wise seropositivity (% 
positive) with binomial confidence intervals (95% CI). Serovars with no positive results for a given host species 
are not shown.  

Common Name Scientific Name n Serovar 100 200 400 800 1600 3200 >=6400 N Prevalence (%) 
Bobcat Lynx rufus 7 Autumnalis 0 0 0 0 0 1 0 1 14.29 (0.4-57.9) 
  7 Bataviae 1 0 0 0 0 0 0 1 14.29 (0.4-57.9) 
  11 Bratislava 2 1 0 1 0 0 0 4 36.36 (10.9-69.2) 
  11 Canicola 0 0 0 0 1 0 0 1 9.09 (0.2-41.3) 
  7 Cynopteri 1 0 0 0 0 0 0 1 14.29 (0.4-57.9) 
  7 Djasiman 0 0 0 0 0 1 0 1 14.29 (0.4-57.9) 
  11 Grippotyphosa 0 0 0 0 1 0 0 1 9.09 (0.2-41.3) 
  11 Icterohaemorrhagiae 0 1 0 0 0 1 0 2 18.18 (2.3-51.8) 
  7 Mankarso 0 0 0 0 1 0 0 1 14.29 (0.4-57.9) 
  11 Pomona 0 2 0 0 0 1 0 3 27.27 (6-61) 
  7 Pyrogenes 0 0 0 0 1 0 0 1 14.29 (0.4-57.9) 
  7 Wolffi 1 0 0 0 0 0 0 1 14.29 (0.4-57.9) 
Coyote Canis latrans 46 Australis 0 1 0 0 0 0 0 1 2.17 (0.1-11.5) 
  46 Autumnalis 3 4 2 1 0 2 0 12 26.09 (14.3-41.1) 
  74 Bratislava 5 3 1 1 0 0 2 12 16.22 (8.7-26.6) 
  74 Canicola 0 1 0 0 0 0 0 1 1.35 (0-7.3) 
  46 Cynopteri 1 0 0 0 0 0 0 1 2.17 (0.1-11.5) 
  46 Djasiman 2 3 1 2 0 2 0 10 21.74 (10.9-36.4) 
  74 Grippotyphosa 2 2 1 0 0 0 0 5 6.76 (2.2-15.1) 
  38 Hardjo 1 1 0 0 0 0 0 2 5.26 (0.6-17.7) 
  74 Icterohaemorrhagiae 4 3 1 1 0 0 1 10 13.51 (6.7-23.5) 
  46 Mankarso 1 3 1 1 0 0 0 6 13.04 (4.9-26.3) 
  74 Pomona 5 1 3 1 2 0 2 14 18.92 (10.7-29.7) 
  46 Tarassovi 1 0 0 0 0 0 0 1 2.17 (0.1-11.5) 
Desert Cottontail Sylvilagus audubonii 27 Georgia 0 0 0 1 0 0 0 1 3.7 (0.1-19) 
  30 Icterohaemorrhagiae 1 0 0 0 0 0 0 1 3.33 (0.1-17.2) 
  30 Pomona 0 1 0 0 0 0 0 1 3.33 (0.1-17.2) 
Feral Pigs Sus scrofa 55 Autumnalis 4 1 3 0 0 0 0 9 16.36 (7.8-28.8) 
  55 Bratislava 4 4 2 0 0 0 0 10 18.18 (9.1-30.9) 
  55 Canicola 1 0 0 0 0 0 0 1 1.82 (0-9.7) 
  55 Cynopteri 1 1 0 0 0 0 0 2 3.64 (0.4-12.5) 
  55 Djasiman 3 1 4 0 0 0 0 8 14.55 (6.5-26.7) 
  55 Georgia 0 1 0 0 0 0 0 1 1.82 (0-9.7) 
  55 Icterohaemorrhagiae 2 0 1 0 0 0 0 3 5.45 (1.1-15.1) 
  55 Mankarso 1 0 1 0 0 0 0 2 3.64 (0.4-12.5) 
  55 Pomona 2 0 1 0 1 1 2 7 12.73 (5.3-24.5) 
  55 Pyrogenes 0 1 0 0 0 0 0 1 1.82 (0-9.7) 
  55 Tarassovi 1 0 0 0 0 0 0 1 1.82 (0-9.7) 
Fox Squirrel Sciurus niger 69 Australis 2 0 0 0 0 0 0 2 2.9 (0.4-10.1) 
  69 Autumnalis 2 2 0 0 0 0 0 4 5.8 (1.6-14.2) 
  110 Bratislava 9 15 9 4 2 0 0 39 35.45 (26.6-45.1) 
  69 Celledoni 1 0 0 0 0 0 0 1 1.45 (0-7.8) 
  51 Hardjo 8 16 7 2 1 0 0 34 66.67 (52.1-79.2) 
  110 Icterohaemorrhagiae 29 15 9 5 1 1 0 60 54.55 (44.8-64.1) 
  69 Javanica 1 0 0 0 0 0 0 1 1.45 (0-7.8) 
  69 Mankarso 1 1 1 0 0 0 0 3 4.35 (0.9-12.2) 
  110 Pomona 1 0 1 0 0 0 0 2 1.82 (0.2-6.4) 
  69 Pyrogenes 2 0 0 0 0 0 0 2 2.9 (0.4-10.1) 
Ground Squirrel Otospermophilus 

beecheyi 
4 Bratislava 2 0 0 0 0 0 0 2 50 (6.8-93.2) 

  4 Hardjo 0 1 0 0 0 0 0 1 25 (0.6-80.6) 
Raccoon Procyon lotor 16 Autumnalis 2 0 1 0 0 0 0 3 18.75 (4-45.6) 
  135 Bratislava 11 3 9 4 3 3 2 35 26.12 (18.9-34.4) 
  135 Canicola 2 4 2 2 1 0 0 11 8.21 (4.2-14.2) 
  16 Celledoni 1 0 0 0 0 0 0 1 6.25 (0.2-30.2) 
  16 Cynopteri 1 0 0 0 0 0 0 1 6.25 (0.2-30.2) 
  16 Djasiman 1 1 1 0 0 0 0 3 18.75 (4-45.6) 
  135 Grippotyphosa 1 5 4 1 0 0 0 11 8.21 (4.2-14.2) 
  122 Hardjo 11 5 2 4 3 0 0 25 20.66 (13.8-29) 
  135 Icterohaemorrhagiae 13 9 5 5 1 2 1 36 26.87 (19.6-35.2) 
  16 Mankarso 0 0 1 0 0 0 0 1 6.25 (0.2-30.2) 
  135 Pomona 6 10 8 9 7 3 12 55 40.74 (32.2-49.5) 
  16 Pyrogenes 1 0 0 0 0 0 0 1 6.25 (0.2-30.2) 
  16 Tarassovi 0 0 1 0 0 0 0 1 6.25 (0.2-30.2) 
Red Fox Vulpes vulpes 4 Autumnalis 0 0 1 0 0 0 0 1 25 (0.6-80.6) 
  4 Djasiman 0 1 0 0 0 0 0 1 25 (0.6-80.6) 
  5 Icterohaemorrhagiae 1 0 0 0 0 0 0 1 20 (0.5-71.6) 
  4 Mankarso 1 0 0 0 0 0 0 1 25 (0.6-80.6) 
  5 Pomona 0 1 0 0 0 0 0 1 20 (0.5-71.6) 
  4 Pyrogenes 1 0 0 0 0 0 0 1 25 (0.6-80.6) 
Striped Skunk Mephitis mephitis 8 Autumnalis 2 0 0 1 0 0 0 3 37.5 (8.5-75.5) 
  26 Bratislava 0 1 0 0 0 0 0 1 3.85 (0.1-19.6) 
  8 Djasiman 1 0 1 0 0 0 0 2 25 (3.2-65.1) 
  26 Icterohaemorrhagiae 2 0 1 0 0 0 0 3 11.54 (2.4-30.2) 
  8 Mankarso 1 0 0 0 0 0 0 1 12.5 (0.3-52.7) 
  26 Pomona 2 0 2 0 1 0 2 7 26.92 (11.6-47.8) 
Virginia Opossum Didelphis virginiana 129 Bratislava 1 0 0 0 0 0 0 1 0.78 (0-4.2) 
  75 Hardjo 7 0 0 0 0 0 0 7 9.33 (3.8-18.3) 
  129 Icterohaemorrhagiae 2 0 0 0 0 0 0 2 1.55 (0.2-5.5) 
  129 Pomona 0 0 0 0 0 0 1 1 0.78 (0-4.2) 
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Table S4: Comparison of Leptospira exposure and infection detected in this study centered in 
southern California, and by Straub and Foley (2020) centered in more northern regions of 
California. Leptospira antibody (MAT) and DNA (PCR) results are shown for our five target species.  
 
 

 Common 
Name 

Scientific 
Name 

Leptospira Exposure (MAT) Leptospira Infections (PCR) 

 POS n %POS (95% CI) POS n %POS (95% CI) 

Th
is

 S
tu

dy
 

Striped Skunk Mephitis 
mephitis 

6 21 28.6 (11.3-52.2) 5 33 15.2 (5.1-31.9) 

Raccoon Procyon lotor 31 95 32.6 (23.4-43.0) 14 162 8.6 (4.8-14.1) 

Coyote Canis latrans 14 54 25.9 (15.0-39.7) 4 108 3.7 (1.0-9.2) 

Virginia 
Opossum 

Didelphis 
virginiana 

5 97 5.2 (1.7-11.6) 1 131 0.8 (0.0-4.2) 

Fox Squirrel  Sciurus niger 66 109 60.6 (50.7-69.8) 0 148 0 (0.0-2.5) 

St
au

b 
an

d 
Fo

le
y,

 2
02

0  Striped Skunk Mephitis 
mephitis 

78 206 37.9 (31.5-44.7) 40 141 28.4 (21.6-36.3) 

Raccoon Procyon lotor 52 119 43.7 (35.1-52.7) 23 87 26.4 (18.3-36.6) 

Coyote Canis latrans 6 20 30.0 (14.5-51.9) 2 2 100.0 (34.2-100.0) 

Virginia 
Opossum 

Didelphis 
virginiana 

2 32 6.3 (1.7-20.1) 1 6 16.7 (3.0-56.4) 

Fox Squirrel  Sciurus niger 15 36 41.7 (27.1-57.8) 4 31 12.9 (5.1-28.9) 
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Figure S1.  A maximum likelihood phylogeny of over 340 L. interrogans genomes together  with enriched 
Leptospira genomic DNA from four PCR-positive animals in this study (highlighted with blue text) generated 
from one or two rounds of DNA capture and enrichment. Reads were mapped against L. interrogans serovar 
Copenhageni strain Fiocruz L1-130 (GCA_000007685.1) and single nucleotide polymorphisms (SNPs) were 
called with GATK. The tree was inferred by IQ-TREE using the core genome shared by all four enriched 
samples and the publicly available genomes, corresponding to 19.27% [891,916 of 4,627,366 nucleotides 
(nts)] of the reference genome. 
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GCA_019173445.1_Leptospira_interrogans_s180_Scaffold

GCA_001567725.1_Leptospira_interrogans_200040_Contig

GCA_000243895.3_Leptospira_interrogans_FPW2026_Contig

GCA_000244435.3_Leptospira_interrogans_serovar_Australis_200703203_Contig

GCA_000343345.1_Leptospira_interrogans_serovar_Pomona_2006006968_Contig

GCA_000217015.3_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2805_Scaffold

GCA_017653945.1_Leptospira_interrogans_serovar_Copenhageni_S72_Contig

GCA_000216835.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2933_Scaffold

GCA_000342985.1_Leptospira_interrogans_serovar_Copenhageni_2006006982_Contig

GCA_000343305.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_Kantorowic_Contig

GCA_001568815.1_Leptospira_interrogans_56649_Contig

GCA_000306275.2_Leptospira_interrogans_serovar_Lora_TE_1992_Contig

GCA_002269235.1_Leptospira_interrogans_serovar_Canicola_RUFN_Chromosome

GCA_001567705.1_Leptospira_interrogans_56678_Contig

GCA_001969075.1_Leptospira_interrogans_serovar_Pomona_GR5_Contig

GCA_000216195.3_Leptospira_interrogans_serovar_Djasiman_LT1649_Contig

GCA_000216035.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_R154_Scaffold

GCA_000217435.2_Leptospira_interrogans_serovar_Grippotyphosa_2006006971_Scaffold

GCA_000216415.2_Leptospira_interrogans_serovar_Canicola_HAI0024_Scaffold

GCA_017653855.1_Leptospira_interrogans_serovar_Copenhageni_S606_Contig

GCA_001569075.1_Leptospira_interrogans_56609_Contig

GCA_000216955.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2812_Scaffold

GCA_015318565.1_Leptospira_interrogans_serovar_Pomona_Pom_str68_Scaffold

GCA_000216435.2_Leptospira_interrogans_serovar_Copenhageni_HAI0156_Scaffold

GCA_000216535.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV3834_Scaffold

GCA_001568025.1_Leptospira_interrogans_56647_Contig

GCA_000332535.2_Leptospira_interrogans_serovar_Copenhageni_M20_Contig

GCA_001567885.1_Leptospira_interrogans_56618_Contig

GCA_000244455.3_Leptospira_interrogans_serovar_Icterohaemorrhagiae_Verdun_HP_Contig

GCA_001568765.1_Leptospira_interrogans_56629_Contig

GCA_000244175.3_Leptospira_interrogans_UI_08452_Contig

GCA_014858865.1_Leptospira_interrogans_serovar_Bataviae_1489_Complete_Genome

GCA_008629705.1_Leptospira_interrogans_serovar_Copenhageni_CLEP00152_Scaffold

GCA_021014375.1_Leptospira_interrogans_Che_2014_Contig

GCA_001568575.1_Leptospira_interrogans_H30H0728_Contig

GCA_006568885.1_Leptospira_interrogans_IP1512016_Contig

GCA_001568075.1_Leptospira_interrogans_56101_Contig

GCA_000217035.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2804_Scaffold

GCA_001567735.1_Leptospira_interrogans_200509_Contig

GCA_000244415.3_Leptospira_interrogans_serovar_Pomona_UT364_Contig

GCA_000216635.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV3323_Scaffold

GCA_001568985.1_Leptospira_interrogans_56137_Contig

GCA_001568645.1_Leptospira_interrogans_J9_Contig

GCA_000343435.1_Leptospira_interrogans_serovar_Jalna_2008720117_Contig

GCA_001567825.1_Leptospira_interrogans_G32_Contig

GCA_000306295.2_Leptospira_interrogans_serovar_Icterohaemorrhagiae_Verdun_LP_Contig

GCA_001567985.1_Leptospira_interrogans_56642_Contig

GCA_017654005.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_B126_Contig

GCA_000244395.3_Leptospira_interrogans_serovar_Medanensis_UT053_Contig

GCA_009884275.1_Leptospira_interrogans_R12_Chromosome

GCA_009884095.1_Leptospira_interrogans_R22_Chromosome

GCA_009884035.1_Leptospira_interrogans_R13_L_Chromosome

GCA_000217215.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2763_Scaffold

GCA_001292605.1_Leptospira_interrogans_Prea_Contig

GCA_000217515.3_Leptospira_interrogans_2002000624_Contig

GCA_000246315.2_Leptospira_interrogans_serovar_Bratislava_Brem_137_Scaffold

GCA_006568945.1_Leptospira_interrogans_IP1507003_Contig

GCA_017653925.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_X240_Contig

GCA_001568225.1_Leptospira_interrogans_56605_Contig

GCA_000342685.1_Leptospira_interrogans_serovar_Pyrogenes_Sri_Lanka_30_Contig

GCA_014858935.1_Leptospira_interrogans_serovar_Bataviae_1548_Complete_Genome

GCA_000244055.3_Leptospira_interrogans_serovar_Autumnalis_LP101_Contig

GCA_000343775.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4174_Contig

GCA_013358565.1_Leptospira_interrogans_serovar_Copenhageni_Taganrog_2018_Contig

GCA_001568965.1_Leptospira_interrogans_56135_Contig

GCA_001568885.1_Leptospira_interrogans_56660_Contig

GCA_000244595.3_Leptospira_interrogans_serovar_Copenhageni_HAI0188_Contig

GCA_001412475.2_Leptospira_interrogans_serovar_Canicola_LO_4_Contig

GCA_019567275.1_Leptospira_interrogans_528_Contig

GCA_000216855.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2908_Scaffold

GCA_000342945.1_Leptospira_interrogans_serovar_Manilae_K56_Contig

GCA_000342805.1_Leptospira_interrogans_serovar_Pyrogenes_Sri_Lanka_14_Contig

GCA_000216595.3_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV3726_Contig

GCA_001568045.1_Leptospira_interrogans_56652_Contig

GCA_000244115.3_Leptospira_interrogans_serovar_Hebdomadis_R499_Contig

GCA_000245995.2_Leptospira_interrogans_serovar_Manilae_M001_Tn_Mutant_Parent_Scaffold

GCA_001568655.1_Leptospira_interrogans_56619_Contig

GCA_000244295.3_Leptospira_interrogans_UI_12758_Contig

GCA_000342365.1_Leptospira_interrogans_serovar_Pomona_Fox_32256_Contig

GCA_000243935.3_Leptospira_interrogans_serovar_Pyrogenes_L0374_Contig

GCA_017653785.1_Leptospira_interrogans_serovar_Copenhageni_B42_Contig

GCA_009884075.1_Leptospira_interrogans_R21_Chromosome

GCA_001569105.1_Leptospira_interrogans_56609_V_Contig

GCA_015318485.1_Leptospira_interrogans_serovar_Pomona_B33_Scaffold

GCA_000244135.3_Leptospira_interrogans_serovar_Grippotyphosa_UI_08368_Contig

GCA_000244035.3_Leptospira_interrogans_L1207_Contig

GCA_000306155.2_Leptospira_interrogans_serovar_Valbuzzi_Contig

GCA_001568775.1_Leptospira_interrogans_56634_Contig

GCA_016858285.1_Leptospira_interrogans_HP358_Contig

GCA_001542605.1_Leptospira_interrogans_733_Contig

GCA_000217075.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2791_Scaffold

GCA_000343125.1_Leptospira_interrogans_Fiocruz_LV4114_Contig

GCA_000343655.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2816_Contig

GCA_000244195.3_Leptospira_interrogans_serovar_Bataviae_UI_08561_Contig

GCA_001443305.1_Leptospira_interrogans_serovar_Hardjo_prajitno_Hardjoprajitno_Chromosome

GCA_000217135.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2776_Scaffold

GCA_009884115.1_Leptospira_interrogans_R16_Chromosome

GCA_008373805.1_Leptospira_interrogans_serovar_Geyaweera_1L_Int_Contig

GCA_000216355.3_Leptospira_interrogans_serovar_Pomona_Contig

GCA_000217355.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV212_Scaffold

GCA_001567815.1_Leptospira_interrogans_20046_Contig

GCA_000343145.1_Leptospira_interrogans_Fiocruz_LV4117_Contig

GCA_001568935.1_Leptospira_interrogans_56133_Contig

GCA_000244155.3_Leptospira_interrogans_serovar_Grippotyphosa_UI_08434_Contig

GCA_000343005.1_Leptospira_interrogans_serovar_Copenhageni_2002000634_Contig

GCA_000216815.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2948_Scaffold

MM-3

GCA_000216895.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2840_Scaffold

GCA_000216075.2_Leptospira_interrogans_serovar_Copenhageni_2001025091_Scaffold

GCA_001569065.1_Leptospira_interrogans_56608_Contig

GCA_001568125.1_Leptospira_interrogans_56121_Contig

GCA_000217275.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV999_Scaffold

GCA_000216155.3_Leptospira_interrogans_serovar_Copenhageni_LT2050_Contig

GCA_001568605.1_Leptospira_interrogans_G30_Contig

GCA_000217315.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV239_Scaffold

GCA_015162505.1_Leptospira_interrogans_serovar_Pomona_A3_Ee_MM266_Scaffold

GCA_000216495.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_R83_Scaffold

CM-61

GCA_000343025.1_Leptospira_interrogans_serovar_Pomona_2006006962_Contig

GCA_000346695.1_Leptospira_interrogans_serovar_Pomona_CSL10083_Contig

GCA_017654055.1_Leptospira_interrogans_serovar_Copenhageni_S199_5_Contig

GCA_001567745.1_Leptospira_interrogans_CMCC_1_Contig

GCA_000342965.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2841_Contig

GCA_000246015.2_Leptospira_interrogans_serovar_Manilae_M933_lip32_mutant_Scaffold

GCA_000246415.2_Leptospira_interrogans_serovar_Pyrogenes_SriLanka1_Scaffold

GCA_005222585.1_Leptospira_interrogans_FMAS_KW2_Complete_Genome

GCA_000246435.2_Leptospira_interrogans_serovar_Pyrogenes_SriLanka2_Scaffold

GCA_000217175.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2769_Scaffold

GCA_001022315.1_Leptospira_interrogans_serovar_Muenchen_acegua_Scaffold

GCA_002074815.1_Leptospira_interrogans_serovar_Canicola_Gui44_Contig

GCA_001567945.1_Leptospira_interrogans_56630_Contig

GCA_010287845.2_Leptospira_interrogans_serovar_Bataviae_D64_Complete_Genome

GCA_001995195.1_Leptospira_interrogans_serovar_Hardjo_OV5_Contig

GCA_001687505.1_Leptospira_interrogans_serovar_Canicola_Tande_Contig

GCA_000246515.2_Leptospira_interrogans_serovar_Icterohaemorrhagiae_P2547_Scaffold

GCA_010978155.1_Leptospira_interrogans_serovar_Copenhageni_SK1_Complete_Genome

GCA_015223395.1_Leptospira_interrogans_serovar_Pyrogenes_Salinem_Scaffold

GCA_014858895.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_Langkawi_Complete_Genome

GCA_001568735.1_Leptospira_interrogans_56628_Contig

GCA_017653725.1_Leptospira_interrogans_serovar_Copenhageni_R287_Contig

GCA_001568285.1_Leptospira_interrogans_56606_V_Contig

GCA_001293065.1_Leptospira_interrogans_serovar_Hardjo_Norma_Complete_Genome

GCA_000343165.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_RGA_Contig

GCA_000244015.3_Leptospira_interrogans_serovar_Bataviae_L1111_Contig

GCA_000216795.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2953_Scaffold

GCA_000217335.3_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV224_Contig

GCA_008373815.1_Leptospira_interrogans_serovar_Weerasinghe_6L_Int_Contig

GCA_000217395.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV199_Scaffold

GCA_001650015.1_Leptospira_interrogans_serovar_Bataviae_LepIMR_22_Contig

GCA_001568265.1_Leptospira_interrogans_56606_Contig

GCA_000347055.1_Leptospira_interrogans_2003000735_Contig

GCA_000231175.1_Leptospira_interrogans_serovar_Lai_IPAV_Complete_Genome

GCA_000243555.3_Leptospira_interrogans_2002000623_Contig

GCA_001567965.1_Leptospira_interrogans_56635_Contig

GCA_001568855.1_Leptospira_interrogans_56651_Contig

GCA_017654025.1_Leptospira_interrogans_serovar_Copenhageni_S199_3_Contig

GCA_008831445.1_Leptospira_interrogans_serovar_Canicola_LJ178_Complete_Genome

GCA_001567675.1_Leptospira_interrogans_56666_Contig

GCA_000216735.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2973_Scaffold

GCA_000007685.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_L1_130_Complete_Genome

GCA_001568155.1_Leptospira_interrogans_56129_Contig

GCA_000216915.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2832_Scaffold

GCA_001567645.1_Leptospira_interrogans_H78Shuang4_Contig

GCA_000244275.3_Leptospira_interrogans_UI_12621_Contig

GCA_000246215.2_Leptospira_interrogans_serovar_Lai_LPS_mutant_Scaffold

GCA_001567895.1_Leptospira_interrogans_56626_Contig

GCA_000216935.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2825_Scaffold

GCA_000217055.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2799_Scaffold

GCA_000217375.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV204_Scaffold

GCA_000216375.3_Leptospira_interrogans_serovar_Bulgarica_Mallika_Contig

GCA_009721635.1_Leptospira_interrogans_serovar_Copenhageni_CLEP00179_Scaffold

GCA_001568615.1_Leptospira_interrogans_J42_Contig

GCA_001569005.1_Leptospira_interrogans_56601_Contig

GCA_000243755.3_Leptospira_interrogans_serovar_Muenchen_Brem_129_Contig

GCA_000243955.3_Leptospira_interrogans_serovar_Medanensis_L0448_Contig

GCA_001568565.1_Leptospira_interrogans_CMCC_2_Contig

GCA_000216395.2_Leptospira_interrogans_serovar_Copenhageni_MMD1562_Scaffold

GCA_000216615.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV3373_Scaffold

GCA_001568845.1_Leptospira_interrogans_56653_Contig

GCA_015162495.1_Leptospira_interrogans_serovar_Pomona_A2_Ee_MM168_Scaffold

GCA_001292685.1_Leptospira_interrogans_Capivara_Contig

GCA_000342865.1_Leptospira_interrogans_serovar_Pyrogenes_Sri_Lanka_39_Contig

GCA_001568685.1_Leptospira_interrogans_56620_Contig

GCA_900156205.1_Leptospira_interrogans_ATCC_43642_Scaffold

GCA_000343575.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4160_Contig

GCA_000216135.3_Leptospira_interrogans_serovar_Grippotyphosa_LT2186_Contig

GCA_001542585.1_Leptospira_interrogans_702_Contig

GCA_001568535.1_Leptospira_interrogans_A05D31_Contig

GCA_000243975.3_Leptospira_interrogans_L0996_Contig

GCA_021378355.1_Leptospira_interrogans_UI29382_Complete_Genome

GCA_000941035.1_Leptospira_interrogans_serovar_Linhai_56609_Complete_Genome

GCA_000243635.3_Leptospira_interrogans_serovar_Pomona_Kennewicki_LC82_25_Contig

GCA_000343105.1_Leptospira_interrogans_serovar_Copenhageni_2002009669_Contig

GCA_001568175.1_Leptospira_interrogans_56143_Contig

GCA_002076815.1_Leptospira_interrogans_serovar_Lai_Col_P036_Contig

GCA_000244315.3_Leptospira_interrogans_serovar_Grippotyphosa_UI_12764_Contig

GCA_002370085.2_Leptospira_interrogans_CUDO5_Scaffold

GCA_001567785.1_Leptospira_interrogans_CMCC_3_Contig

GCA_000343375.1_Leptospira_interrogans_serovar_Manilae_UP_OM_Contig

GCA_000246195.2_Leptospira_interrogans_serovar_Lai_Scaffold

GCA_000217555.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2755_Contig

GCA_000246135.2_Leptospira_interrogans_serovar_Bataviae_2006006959_Scaffold

GCA_000347095.1_Leptospira_interrogans_UT126_Contig

GCA_000343455.1_Leptospira_interrogans_serovar_Pyrogenes_2006006973_Contig

GCA_000343755.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4217_Contig

GCA_017653805.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_S199_2_Contig

GCA_000343245.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2919_Contig

GCA_000758025.1_Leptospira_interrogans_serovar_Lai_SR61_Contig

GCA_002370075.1_Leptospira_interrogans_CUDO8_Contig

GCA_000246095.2_Leptospira_interrogans_serovar_Pyrogenes_2006006956_Scaffold

GCA_000246255.2_Leptospira_interrogans_serovar_Bataviae_Swart_Scaffold

GCA_000342845.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4118_Contig

GCA_001568065.1_Leptospira_interrogans_56656_Contig

GCA_002074835.1_Leptospira_interrogans_401_Contig

GCA_001569125.1_Leptospira_interrogans_56610_Contig

GCA_000343835.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4234_Contig

GCA_000243515.3_Leptospira_interrogans_serovar_Pyrogenes_2006006960_Contig

GCA_000217255.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2752_Scaffold

GCA_002916855.1_Leptospira_interrogans_serovar_Canicola_A75_Scaffold

GCA_001567975.1_Leptospira_interrogans_56638_Contig

GCA_009884055.1_Leptospira_interrogans_R17_Chromosome

GCA_017654105.1_Leptospira_interrogans_serovar_Copenhageni_S1006_Contig

GCA_000246115.2_Leptospira_interrogans_serovar_Bataviae_2006006976_Scaffold

PL-20

GCA_019567285.1_Leptospira_interrogans_364_Contig

GCA_001857845.1_Leptospira_interrogans_serovar_Pomona_AKRFB_Scaffold

GCA_000246595.2_Leptospira_interrogans_serovar_Bataviae_UT234_Scaffold

GCA_000343595.1_Leptospira_interrogans_serovar_Copenhageni_200701182_Contig

GCA_000246455.2_Leptospira_interrogans_serovar_Copenhageni_P2518_Scaffold

GCA_001047655.1_Leptospira_interrogans_serovar_Manilae_UP_MMC_NIID_HP_Complete_Genome

GCA_008831465.1_Leptospira_interrogans_serovar_Canicola_611_Complete_Genome

GCA_000244335.3_Leptospira_interrogans_serovar_Grippotyphosa_UI_12769_Contig

GCA_000343185.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4152_Contig

GCA_000217415.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV192_Scaffold

GCA_002269215.1_Leptospira_interrogans_serovar_Canicola_DU114_Chromosome

GCA_005222565.1_Leptospira_interrogans_FMAS_KW1_Complete_Genome

GCA_001568695.1_Leptospira_interrogans_56624_Contig

GCA_017653755.1_Leptospira_interrogans_serovar_Copenhageni_S199_4_Contig

GCA_001568215.1_Leptospira_interrogans_56601_V_Contig

GCA_000246615.2_Leptospira_interrogans_serovar_Medanensis_L0887_Scaffold

GCA_000216475.2_Leptospira_interrogans_serovar_Copenhageni_R066_Scaffold

Core genome: 891,916 nts
54,454 variable sites
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Figure S2.  A maximum likelihood phylogeny of over 340 L. interrogans genomes together with enriched 
Leptospira genomic DNA from two PCR-positive animals in this study (highlighted with blue text ) generated 
from two rounds of DNA capture and enrichment. Reads were mapped against L. interrogans serovar 
Copenhageni strain Fiocruz L1-130 (GCA_000007685.1) and single nucleotide polymorphisms (SNPs) were 
called with GATK. The tree was inferred by IQ-TREE using the core genome shared by two enriched samples 
and the publicly available genomes, corresponding to 41.53% [1,921,606 of 4,627,366 nucleotides (nts)] of the 
reference genome. 
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GCA_001568125.1_Leptospira_interrogans_56121_Contig

GCA_017653785.1_Leptospira_interrogans_serovar_Copenhageni_B42_Contig

GCA_000246615.2_Leptospira_interrogans_serovar_Medanensis_L0887_Scaffold

GCA_000342985.1_Leptospira_interrogans_serovar_Copenhageni_2006006982_Contig

GCA_000246275.2_Leptospira_interrogans_serovar_Bataviae_Kariadi_Satu_Scaffold

PL-117

GCA_000217295.3_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV251_Contig

GCA_000216735.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2973_Scaffold

GCA_015318485.1_Leptospira_interrogans_serovar_Pomona_B33_Scaffold

GCA_001568175.1_Leptospira_interrogans_56143_Contig

GCA_000217555.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2755_Contig

GCA_000306295.2_Leptospira_interrogans_serovar_Icterohaemorrhagiae_Verdun_LP_Contig

GCA_000343025.1_Leptospira_interrogans_serovar_Pomona_2006006962_Contig

GCA_000342645.1_Leptospira_interrogans_serovar_Canicola_P2655_Contig

GCA_000244695.3_Leptospira_interrogans_MMD3731_Contig

GCA_000343795.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4188_Contig

GCA_000217095.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2790_Scaffold

GCA_000306495.2_Leptospira_interrogans_FPW1039_Contig

GCA_001568565.1_Leptospira_interrogans_CMCC_2_Contig

GCA_001568135.1_Leptospira_interrogans_56126_Contig

GCA_000343125.1_Leptospira_interrogans_Fiocruz_LV4114_Contig

GCA_000246095.2_Leptospira_interrogans_serovar_Pyrogenes_2006006956_Scaffold

GCA_019173445.1_Leptospira_interrogans_s180_Scaffold

GCA_001567645.1_Leptospira_interrogans_H78Shuang4_Contig

GCA_000216955.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2812_Scaffold

GCA_000216915.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2832_Scaffold

GCA_000244275.3_Leptospira_interrogans_UI_12621_Contig

GCA_001568045.1_Leptospira_interrogans_56652_Contig

GCA_005222565.1_Leptospira_interrogans_FMAS_KW1_Complete_Genome

GCA_000246075.2_Leptospira_interrogans_serovar_Manilae_M1352_LPS_mutant_Scaffold

GCA_000216875.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2897_Scaffold

GCA_000244395.3_Leptospira_interrogans_serovar_Medanensis_UT053_Contig

GCA_000216695.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV3094_Scaffold

GCA_014858815.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_898_Complete_Genome

GCA_000244435.3_Leptospira_interrogans_serovar_Australis_200703203_Contig

GCA_000216975.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2811_Scaffold

GCA_001292615.2_Leptospira_interrogans_RCA_Chromosome
GCA_001683775.2_Leptospira_interrogans_serovar_Copenhageni_Icterohaemorrhagiae_Piscina_Chromosome

GCA_002073495.2_Leptospira_interrogans_serovar_Copenhageni_FDAARGOS_203_Complete_Genome

GCA_000246035.2_Leptospira_interrogans_serovar_Manilae_M776_fur_mutant_Scaffold

GCA_010978155.1_Leptospira_interrogans_serovar_Copenhageni_SK1_Complete_Genome

GCA_015162495.1_Leptospira_interrogans_serovar_Pomona_A2_Ee_MM168_Scaffold

GCA_000343285.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4211_Contig

GCA_001568265.1_Leptospira_interrogans_56606_Contig

GCA_000246215.2_Leptospira_interrogans_serovar_Lai_LPS_mutant_Scaffold

GCA_000217015.3_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2805_Scaffold

GCA_005222625.1_Leptospira_interrogans_FMAS_AW1_Complete_Genome

GCA_008831445.1_Leptospira_interrogans_serovar_Canicola_LJ178_Complete_Genome

GCA_001568205.1_Leptospira_interrogans_56201_Contig

GCA_001567945.1_Leptospira_interrogans_56630_Contig

GCA_001292685.1_Leptospira_interrogans_Capivara_Contig

GCA_000342705.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV3409_Contig

GCA_014858935.1_Leptospira_interrogans_serovar_Bataviae_1548_Complete_Genome

GCA_001568605.1_Leptospira_interrogans_G30_Contig

GCA_000941035.1_Leptospira_interrogans_serovar_Linhai_56609_Complete_Genome

GCA_000343305.1_Leptospira_interrogans_serovar_Icterohaemorrhagiae_Kantorowic_Contig

GCA_001969075.1_Leptospira_interrogans_serovar_Pomona_GR5_Contig

GCA_000343245.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2919_Contig

GCA_001568805.1_Leptospira_interrogans_56639_Contig

GCA_000216615.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV3373_Scaffold

GCA_000343105.1_Leptospira_interrogans_serovar_Copenhageni_2002009669_Contig

GCA_000216095.2_Leptospira_interrogans_serovar_Copenhageni_2006007831_Scaffold

GCA_006568875.1_Leptospira_interrogans_IP1512015_Contig

GCA_000216115.3_Leptospira_interrogans_serovar_Zanoni_LT2156_Contig

GCA_000342365.1_Leptospira_interrogans_serovar_Pomona_Fox_32256_Contig

GCA_015162815.1_Leptospira_interrogans_serovar_Pomona_EMY7780_Scaffold

GCA_000244175.3_Leptospira_interrogans_UI_08452_Contig

GCA_000342965.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2841_Contig

GCA_001412475.2_Leptospira_interrogans_serovar_Canicola_LO_4_Contig

GCA_000216195.3_Leptospira_interrogans_serovar_Djasiman_LT1649_Contig

GCA_000347135.1_Leptospira_interrogans_2002000631_Contig

GCA_001568845.1_Leptospira_interrogans_56653_Contig

GCA_000343345.1_Leptospira_interrogans_serovar_Pomona_2006006968_Contig

GCA_001567655.1_Leptospira_interrogans_56673_Contig

GCA_001568775.1_Leptospira_interrogans_56634_Contig

GCA_001047635.1_Leptospira_interrogans_serovar_Manilae_UP_MMC_NIID_LP_Complete_Genome

GCA_008118365.1_Leptospira_interrogans_serovar_Hardjo_L53_Complete_Genome

GCA_001569005.1_Leptospira_interrogans_56601_Contig

GCA_000343185.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV4152_Contig

GCA_019173505.1_Leptospira_interrogans_s147_Scaffold

GCA_006568945.1_Leptospira_interrogans_IP1507003_Contig

GCA_001293065.1_Leptospira_interrogans_serovar_Hardjo_Norma_Complete_Genome

GCA_009884175.1_Leptospira_interrogans_R11_Chromosome

GCA_000244375.3_Leptospira_interrogans_UI_13372_Contig

GCA_000306135.2_Leptospira_interrogans_serovar_Canicola_Fiocruz_LV133_Contig

GCA_001567705.1_Leptospira_interrogans_56678_Contig

GCA_001568725.1_Leptospira_interrogans_56625_Contig

GCA_001995195.1_Leptospira_interrogans_serovar_Hardjo_OV5_Contig

GCA_000246235.2_Leptospira_interrogans_serovar_Lai_Langkawi_Scaffold

GCA_001567835.1_Leptospira_interrogans_56612_Contig

GCA_000342685.1_Leptospira_interrogans_serovar_Pyrogenes_Sri_Lanka_30_Contig

GCA_001568995.1_Leptospira_interrogans_56603_Contig

GCA_021378355.1_Leptospira_interrogans_UI29382_Complete_Genome

GCA_000217575.3_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2756_C1_Contig

GCA_000343815.1_Leptospira_interrogans_Fiocruz_LV4225_Contig

GCA_000342765.1_Leptospira_interrogans_serovar_Copenhageni_2007005490_Contig

GCA_000244015.3_Leptospira_interrogans_serovar_Bataviae_L1111_Contig

GCA_000217035.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2804_Scaffold

GCA_013358565.1_Leptospira_interrogans_serovar_Copenhageni_Taganrog_2018_Contig

GCA_000343205.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2807_Contig

GCA_001995205.1_Leptospira_interrogans_serovar_Australis_SU5_Contig

GCA_000231175.1_Leptospira_interrogans_serovar_Lai_IPAV_Complete_Genome

GCA_000246595.2_Leptospira_interrogans_serovar_Bataviae_UT234_Scaffold

GCA_008373815.1_Leptospira_interrogans_serovar_Weerasinghe_6L_Int_Contig

GCA_000243955.3_Leptospira_interrogans_serovar_Medanensis_L0448_Contig

GCA_000216495.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_R83_Scaffold

GCA_000343535.1_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV256_Contig

GCA_001568065.1_Leptospira_interrogans_56656_Contig

GCA_000243935.3_Leptospira_interrogans_serovar_Pyrogenes_L0374_Contig

GCA_017654105.1_Leptospira_interrogans_serovar_Copenhageni_S1006_Contig

GCA_000346935.1_Leptospira_interrogans_serovar_Valbuzzi_Duyster_Contig

GCA_000217195.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2767_Scaffold

GCA_000217135.2_Leptospira_interrogans_serovar_Copenhageni_Fiocruz_LV2776_Scaffold

Core genome: 1,921,606 nts
116,497 variable sites
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Figure S3: Samples positive for antibodies shown by host species, serovar, and titer level. Positive 
antibody results (MAT) for our five main serovars. Antibody titer (x-axis) is shown on a log2 scale (1:100 
equivalent to 1, 1:200 equivalent to 2, 1:400 equivalent to 3, etc.). 
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Figure S4: Serovar reactivity profiles for target species in the greater Los Angeles region, displayed by 
laboratory. All seropositive data are displayed for the serovars tested at both laboratories (left), CAHFS (middle) and 
CDC (right). Each row of colored bars represents MAT titers for an individual animal, with rows ordered by titer values for 
the serovar with the highest maximum titers in each species (serovar Pomona for coyotes, raccoons and skunks; serovar 
Icterohaemorrhagiae in fox squirrels). The colorbar legend shows antibody titer on a log2 scale (1:100 equivalent to 1, 
1:200 equivalent to 2, 1:400 equivalent to 3, etc.). Serovar results shown: Alexi (‘ale’), Australis (‘aus’), Autumnalis (‘aut’), 
Ballum (‘bal’), Bataviae (‘bat’), Borincana (‘bor’), Bratislava (‘bra’), Canicola (‘can’), Celledoni (‘cel’), Cynopteri (‘cyn’), 
Djasiman (‘dja’), Grippotyphosa (gri’), Hardjo (‘har’), Icterohaemorrhagiae (‘ict’), Javanica (‘jav’), Georgia (‘geo’), Mankarso 
(‘man’), Pomona (‘pom’), Pyrogenes (‘pyr’), Tarassovi (‘tar’), Wolffi (‘wol’). 
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Figure S5: Serovar reactivity profiles for target species outside the greater Los Angeles region, displayed by 
laboratory. All seropositive data are displayed for the serovars tested at both laboratories (left), CAHFS (middle) and CDC 
(right). Gray boxes represent a lack of data. Each row of colored bars represents MAT titers for an individual animal, with 
rows ordered by titer values for the serovar with the highest maximum titers in each species (serovar Pomona for coyotes, 
raccoons and skunks; serovar Icterohaemorrhagiae in fox squirrels). The colorbar legend shows antibody titer on a log2 
scale (1:100 equivalent to 1, 1:200 equivalent to 2, 1:400 equivalent to 3, etc.). Serovar results shown: Alexi (‘ale’), 
Australis (‘aus’), Autumnalis (‘aut’), Ballum (‘bal’), Bataviae (‘bat’), Borincana (‘bor’), Bratislava (‘bra’), Canicola (‘can’), 
Celledoni (‘cel’), Cynopteri (‘cyn’), Djasiman (‘dja’), Grippotyphosa (gri’), Hardjo (‘har’), Icterohaemorrhagiae (‘ict’), Javanica 
(‘jav’), Georgia (‘geo’), Mankarso (‘man’), Pomona (‘pom’), Pyrogenes (‘pyr’), Tarassovi (‘tar’), Wolffi (‘wol’). 
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Figure S6: Leptospira exposure relative to land classification for target species in the greater Los 
Angeles region. Positive (red) and negative (blue) anti-Leptospira antibody (MAT) results are plotted 
relative to the proportion of natural, agricultural/open and developed land calculated within the home range 
buffer of each individual. 
 


