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KRAS:NM_033360:20n3.C. 162A>

Cl4orfa7 o1 14 58471800 58471800 Missense_Mutation SNP. c c T 2222G>Ap R741 19.05 NM_001001872
ABCC12 o1 16 48149472 48149472 Missense_Mutation SNP. G G A ABCC1ZNM_033226:ermnt3:c.18 1027 NM_033226
: .

GJc1 o1 17 42882687 42882687 Missense_Mutation SNP. G G A GICLNM_D05497:ex0ndic. 499C: 1378 NM_005497

TPS3 o1 17 7578203 7578203 Missense_Mutation SNP. c c T TPS3:NM_000546:2x0n6:c.646G> 10.75 NM_000546
SMAD4 o1 18 48593466 48593466 Missense_Mutation SNP. c c T SMAD4:NM_005350:exon10:c.121 1231 NM_005359
Hauss o w wiossso olovse0 wissense_waaion S . s A HAUSSNMOISOZOon26995 100 w_orsa0z
NLRPS o1 19 56565003 56565003 Missense_Mutation SNP. c c T NLRPS:NM_153447:ex0n13:c.3218 9.65 NM_153447

CFB o1 6 31915244 31915244 Missense_Mutation SNP. c c T CFB:NM_001710:m0n4:c.604C>T: 47.42 NM_001710

CLASRP:NM_007056:x0n13:c.11
\ . X
CLASRP o1 19 45567607 45567600 In_Frame_Del DEL cre cre 0 115100101 5 230401 125 NM_007056

IMH2:NM_002216:ex0n13:¢.1532C

mH2 o1 10 773804 7773844 Missense_Mutation s c c i 1268 NM_002216
>TpT51M
MICALZ:NM 014632 exon26:c.323
MicAL2 o1 n 12281344 12281348 Missense_ Mutation s s s i o 7 NM_o14632
FAM1188 o1 11 126110795 126110795 Nonsense_Mutation SNP. G G A FAML18B:NM_024556:ex0n4:c.19 2247 NM_024556
SGoADWES:
PLEKHA7 o1 11 16848121 16848121 Nonsense_Mutation SNP. c c A PLEKHAT:M_001529630:ex0n10: 2472 NM_001329630
889> Tp 297
IGSF22 o1 11 18730952 18730952 Missense_Mutation SNP. G G A 1GSF22:NM_L73588:emn15:c. 208 27.78 NM_173588
0C>Tp R994AC
€CDC179 o1 11 22881002 22881002 Missense_Mutation SNP. c c T CCDCL76:NM 001185637 exonzc 35 NM_001195637

ANO3 o1 11 26547183 26547183 Frame_Shift_Ins DEL. A A - ANOS:NM_001313726:e:0n6:c.85 36.96 NM_001313726
2aelnp k29415

LRRCAC:NM_020929:ex0n5:¢.197

PACS1 o1 11 66001356 66001356 Missense_Mutation SNP. G G T PACSLNM_018026:exon16:c.193 34.15 NM_018026
INPPL1 o1 11 71944155 71944155 Missense_Mutation SNP. A A G INPPLL:NM_001567.2x0n17:c.198 24.05 NM_001567
ccpeol o1 12 28605426 28605426 Missense_Mutation SNP. G G A CCDCOLNM_018318:ex0n10:c.94 5313 NM_018318
RYR2 o1 1 237774113 237774113 Missense_Mutation SNP. G G A RYR2:NM_001035:emn36:c.4735 29.29 NM_001035
PTPRQ o1 12 80838175 80838175 Missense_Mutation SNP. c c T PTPRQNM_001145026:2x0n1:c.5 28.81 NM_001145026

ZMYME:NM_007167:ex0n16:¢.341
ZMYMe o1 1 35453270 35453273 Frame_Shift_ins DEL AAGA AAGA - ' A130eTCTI D 113 1e 1263 NM_007167

PCDH17:NM_001040429:exon1:c.

PeoHLT o1 13 se0898 58200898 Missense_Mutation e s s T Sy e NM_001040429
™CO2 o1 1 40713748 40713749 Frame_Shift_Ins. INS - - T TMCOZ:NM_001008740:ex0n1:c.8 2381 'NM_001008740
SdupTip L30is
OR4N2 o1 14 20296298 20296298 Missense_Mutation SNP. G G A OR4N2:NM_001004723:ex0n2:c.6 4118 'NM_001004723
a16oADE2IK
Cl4orf39 o1 14 60903757 60903757 Missense_Mutation SNP. G G A C140i39:NM_174978:exon18:c.15 45.28 NM_174978
10 Tp L5245
Ciéoras o1 1 60932752 60932752 Missense_Mutation e s s A CuetsI N LTS oontte L si61 Nu_174978
NEK9 o1 1 76563914 75563914 Missense_Mutation snp c c ki N oo 21 NM_001320237
SNW1 o1 14 78189588 78189588 Missense_Mutation SNP. G G A SNW1:NM_001318844:ex0n11:c.1 1111 NM_001318844
065C>TpRISOW
BENDS o1 1 022895 40224895 Wissense_Mutaion e c c T CENDBIN 024803 xnic 4226 1066 NM_024603
ADAMTS7 o1 15 79058622 79058622 Missense_Mutation SNP. G G A ADAMTST:NM_014272;exon19:c.3 10.04 NM_014272
31T RIZIW
KIF7 o1 15 90173714 90173714 Missense_Mutation SNP. G G A KIFT:NM_198525exon16:c.3122C 4127 NM_198525
>TpTI0NM
CACNAIH o1 16 1259312 1259312 Missense_Mutation SNP. G G A CACNALHNM_021098:ex0n17:.3 45.87 NM_021098
614G>A RI215H
PoLT o1 1 2010533 20610533 Missense_Mutation e s s T POLTRN AT e 00 1048 172924
ARHGAP17 o1 16 24942383 24942383 Missense_Mutation SNP. c [ A ARHGAP17:NM_001006634:exon1 11.02 'NM_001006634

SRRM2 o1 16 2812492 2812492 Missense_Mutation SNP. c c T . 24.46 NM_016333

cocs o1 16 69370591 69370591 Missense_Mutation sne c c A coee NM’T?;;EWZ e 085 NM_032382
KRTAP4-
KRTAPAS o1 17 30305760 3030576 Missense_Mutation sne G G c SNM_033188-ex0n1:0.251C5Gp.T 3158 NM_033188
PIEZOZNM_022068:ex0n36:c.578
PIEZO? 1 1 1070452 10704526 Missense_Mutation NP T - 204 NM_022
o: o s 0704526 0704526 Missense_Muatio s c c pepspv 0.43 1022068
2nFad0 o1 19 11943022 11943022 Missense_Mutation s\e T T c ZNFASONM 152367 exond:c. 1031 &0 NM_152357
. T>Cp.3aaT =
ILI2RBINM 2
L12rB1 o1 19 18168352 19188352 Missense_Mutation s s G A | 005s3sienonc 523 5273 NM_005535
C>TpRITW
ZNFE82:NM_033196-exond:c. 1331
nFes2 o1 1 2011680 20116980  Missense_Mutation s ™ ™ c 02NN 033196 exondc. 133 w082 NM_033196
nF23s o1 19 44792897 44792897 Missense_Mutation s\e T T c et 1181 NM_004234
APOC2NM_000483:ex0nd:c.263
Apoc2 1 ft 454524 4545247 Frame_Shif_n oEL TrTTTACT TrrTTACT E - - 1 NM_0004
oc: o ) 5452463 5452470 ame_Shift_ins ¢ ¢ PRV 565 1000483
SHANKL o1 1 51219930 51219930  Missense_Mutation s\e G G A SHANKLNY Q16149 erontic.247 1974 NM_016148
RALGAPAZINM_020343:ex0n17c.
RALGAPAZ 1 2 20571 20871 Missense_Mutation NP A - 1 NM_02034:
o o 0 0571844 0571844 Missense_Muatio s G G [ 698 1020343
IL1RZ:NM_004 101
L1R2 o1 2 102642698 102642698 Missense_Mutation s s G A ot 2865 NM_004633
poNT o1 2 47831841 47831841 Missense_Mutation s\e s G A o284 a7s NM_006031
DNAHT:NM_018897:exon14:c.164
ONAHT o1 2 196851900 196851900  Missense_Mutation s c c ™ | oasoT eonlic16 s NM_018897
AG>Ap Ml
DNAHT:NM_018397-exon14:c.1¢
ONAHT o1 2 196851911 196851911 Missense_Mutation s s G A | orasoTeontdc 163 sa10 NM_018897
3C>TpRSeSC
FAMLL7B:NM_173511
FAM1L7E o1 2 203589694 203589694 Missense_Mutalion s c c T L1791Leon3c 50 213 NM_173511
C>TpR270C
NM. >
calL o1 2 203684595 203684596 Missense_Mutation sne c c ki [CAILNM_ 198468 exonc 5866 273 NM_138468
P n
SPAGL6 o1 2 214149289 214149289 Missense_Mutation SNP G G T seree NE?;::VM et 4118 NM_024532
MCLNM_007
owme1 o1 2 3034351 3934351 Missense_Mutation sne G G A DMCLNM 007068 exontc.724¢ 313 NM_007065
4 o
vessa o 2 64109317 64199317  Missense_Mutation sne G G A 40 S35 NM_016516
NM "
aerez o 2 75023413 75923413 Missense_Mutation sne ki ki c it 002 NM_003203
PAZNM
opPA2 o1 3 109031443 109031443 Missense_Mutation sne c c ki PPPAZNN 3001 eron3ic1306 2 NM_138815
ALANM
PLALA o1 3 119336415 119338415 Missense_Mutation sne G G ki - 2%¢ 1169 NM_015900
NPHP3NM_153240:250n2516.363
PHP: Missense_Mutation NP - a
NPHPS o1 3 132402305 132402305 Missense_Mutatio s c c G P 359 NM_153240
NM
Csortzs o1 3 155520356 155520356 Missense_Mutation sne c c ki CRo33NM 01306220 exonzc.1 855 NM_001308229
39G>ADAITT
NF385D:NIM_024697:x0n7:
238D o1 3 21465505 21465505 Missense_Mutation sne s s ™ ZNFIBSDNN_ 024697 exon’.c.904 1837 NM_024697
CoApPa0ZT
R n
RoBOL o 3 76710404 7871008 Wissense_Mutation snp ™ ™ A R v 2857 NM_002941
ANK2 o1 4 114276243 114276243 Missense_Mutation sne G G A ANKZNM001143 ex0035:c.6469 2748 NM_001148
GoAp.E21STK
ADAMZ9:NM_014269:ex0n5:¢.239
Ao Missense_Mutation P A - 4 4
DAM29 o1 4 175699075 175699075 Missense_Mutato comPLEX ca o 13 o ot AT o0 2021 NM_014269
A nsic.24
ADAMZ9 o1 4 175699088 175699088 Missense_Mutation sne G G ki DAMZONM. 014269 exons 241 2842 NM_014269
26T RE0AS
A nsic.26
ADAMZ9 o1 4 175699091 175699091 Missense_Mutation sne A A ™ o 2047 NM_014269
A nsic.26
ADAMZ9 o1 4 175699102 175699102 Missense_Mutation sne ki ki c DAMZSNM. 014269 ex0nS:c.242 2619 NM_014269
6T>CpMB0ST
RAL M n
RasL11B o1 4 5731859 53731850 Missense_Mutation sne G G A SLIBNNL 023940 exondic. 63 2059 NM_023940
4G>Ap 212K
csnist o1 4 70807771 70807771 Missense_Mutation s c c ki CSNISLNM 001880 er0n13:c.35 3864 NM_001890
0CTp ALY
APCNM
apc o1 s 112174885 112174886 Frame_Shifiins DEL aa aa E PONM_ 000035 eronieic 35953 a1 NM_000038

5960elAAD.K1100s
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HNRNPAO:NM_006805:exon1:c.57
6_584deIGGGCGGCCGP.G193_ R
SYNELNM_162961:x0n82:c.158
15G>Ap.R5272Q
KLF14:NM_138693:x0n1:¢.580C>
TPRI%C
EPHBE:NM_004445:ex0n4:¢.506G

ELFNLNM_001128636:ex02:¢.60
8G>Ap.R203H
BAGANM_004874:ex0n4:¢.710G>

Aip.R237
VCPIPLNM_025054:ex0n3:c.2995
C>Gip.PIIIA
OTUDGB:NM_016023:ex0n7-c.938
G>APR3LQ
FAM78A:NM_033367:ex0n2:C.604
C>TpR232W
IFNAG:NM_021002:€x0n1:¢.343C>
ADQLISK
C90f64:NM_032307-ex0n3:c.758A
>GpK253R
KRAS:NM_033360:ex02:¢.35G>C.

P.G12A
SLC2A14:NM_001286237-ex0n4:c.
488G>Ap.RI63H
CLSPN:NM_022111:ex0n10:c.182
3G>AP.R608Q
SCELINM_144777:ex0n4:¢.194G>

MYHE:NM_00247L:exon13:c.1327
C>TipR443C
KCNBL:NM_004975:ex0n2:¢.1072
G>AP.D3EN
CHGB:NM_001819:ex0n4:¢.1051G.
>APVISLI
CAVIN2:NM_004657-ex0n1:c.329C

PCBPLNM_006196:ex0n1:¢.299T
>Ap.L100Q
KLHLG:NM_130446:x003:¢.621G
>APE2IIK
PPIPSK2:NM_001281471exon17:c
1807G>AP.G6035.
APC:NM_000038:ex0n16:¢.3925G
>Tp.E1309*
ADAMTS16:NM_139056:exon18:c.

PAPPANM_002581:ex0n2:c. 1345
G>AP.VA4IM
CA9:NM_001216:ex0n1:¢.248T>C:

p.LB3P
GPR37LLNM_004767:ex0n2:c.13
05_1307eICTG:p.C436del
ORSK4:NM_001005517:x0n1:c.9
OldelAp.1301fs
ANKRD30A:NM_052997:ex0n30:c.

KIF208:NM_001284259:ex0n18:c.
2366A>T:p H789L
PLCEL:NM_01634L:exon7:c.2239

ANOS:NM_213599:x0n4:C.173G>

PSMD13:NM_175932:ex0n0:c.857
G>Cip.R286P
FLGINM_002016:ex0n3:¢.6626A>
GipH2209R
ORAAL6:NM_001005274:ex0nL:c.
908A>T:pK303M
UBQLN:NM_017481:exon2:c.132

H

5
PRG4:NM_005807:ex0n6:c.538C>
CFH:NM_000186:ex0n14:¢.2103G

1
TMCC2:NM_014858:ex0n5:c.2113
G>AP.VT05M
'SRRMA:NM_194286:ex0n7:c.544C
>TpR182C
PIK3C2G:NM_001288772:ex0n2:c.

'SOX5:NM_006940:€x0n11:¢.1375
G>Ap.Ad5T
MRPS35:NM_021821 ex0n2:c.127

R
MBD6:NM_052897:x0n4:c.136T>

CD163L1:NM_001297650:ex0n8:c.
1978G>A:p.V660!
WNK1:NM_213655ex0n7:c.1925A

Y642C
PROSER1:NM_025138:€x0n6:¢.40
5_407delGAT:p.M135del
SETDB2:NM_031915:ex0n10:c.14
17G>Ap.VATIM
KLF12:NM_007249:5006:C.815C>

p.P272L
CLNS:NM_006493:ex0n1:¢.4C>T:p

OXGRI:NM_080818:ex0n4:¢.392G
>ApRI3IH
PLD4:NM_001308174:€x0n9:¢.113
2G>A}p.V378M
C140rt39:NM_174978:ex0n11:¢.94
5C>AD.D3ISE
PHGR1:NM_001145643:ex0n3:c.1
41_1430eITGGINSCCAD.G48H
KNL1NM_170589:x0n13:¢ 5659
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4G>Ap.V342)
MYO15A:NM_016239:ex0n2:¢. 269
26>Ap.GBIBR
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922G>Ap R64TH
CBLN2:NM_182511:ex0n3:c. 295C
>Tp.ROOW
SALLI:NM_171999:ex0n2:¢.2827G

ZNF728:NM_001267716:ex0n4:c.6
3A>Gip.Y218C

TMEM147:NM_032635 €x0n6:.44
5G>AD.ALAOT

NLRP2:NM_017852:ex0n6:c. 1687

ZSCANSB:NM_001080456:€x0n2:C
538C>Tip.R180C
RAD21L1:NM_001136566:exon5:c.

LIPLNM_198996:ex0n8:c.1154G>A
P.G3BSE
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46T>Gp.L116V.
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L

16l
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