Supporting information

Toolkit for Quickly Generating and Characterizing Molecular Probes Specific for SARS-CoV-2

Nucleocapsid as a Primer for Future Coronavirus Pandemic Preparedness

Laura Jo Sherwood ! and Andrew Hayhurst - *

1 Disease Intervention and Prevention, Texas Biomedical Research Institute, San Antonio, TX 78227, USA

TCorresponding author: A. Hayhurst, Disease Intervention and Prevention, Texas Biomedical Research
Institute, 8715 West Military Drive, San Antonio, Texas, 78227-5302, USA. Tel: (210) 258-9530, Fax:

(210) 670-3329, Email: ahayhurst@TxBiomed.org



mailto:ahayhurst@TxBiomed.org

Nucleotide sequence of the pecan367 open reading frame encoding pelB signal sequence, anti-SARS-
CoV-2 nucleocapsid nanobody WuN3 (yellow highlight), D1D2 M13 linker, mNeonGreen and G,SHs.

Nde |, Not |, Spe | and Hind Il restriction sites are underlined

catatgaaatacctattgcctacggcagccgetggattgttattactcgecggeccagecggecatggegaaggtcaaactgcagecagtcagggggags
cttggtgcagactggggggtctctgagactctcctgtgcaccctectggacgcaccttcagtgtcaatgeccatgggcetggtaccgecaggetccaggaaa
gcagcgcegagecggtegceacttattagtactggtggtagcacaaactatgcagactecgtgaagggecgcttcaccatctccagagacaatgtcaaga
acacagtgtatctgcaaatgaacaccctgaaacctgaggacacggcecgtctattactgctatacagaacgttggaagectcgtggaatagagegega
ctggggccaggggacccaggtcaccgtctcctcagaacccaagacaccaaaaccacaaccageggectegggggecgaattegeggecgeaggceg
gcggctctggtggtggtictggtggeggctctgagggtggtggctctgagggtggeggtictgagggtggeggetctgagggaggeggticeggtggty
gctetggttccggtactagt

fitaccgateteataeecatagacaapciatacaaBeg eECegtggciccateaccataccatcactaataagett

Nucleotide sequence of the pecan373 mScarlet-1 G,SH region from Spe | to Hind 11l

actagtgtgagcaagggcgaggcagtgatcaaggagttcatgeggttcaaggtgcacatggagggcetccatgaacggecacgagttcgagategag
ggcgagggegagggcecgeccctacgagggeacccagaccgecaagetgaaggtgaccaagggtggecccctgeccttetectgggacatectgtecec
ctcagttcatgtacggctccagggccttcatcaagcaccccgecgacatcceccgactactataageagtecttccccgagggcettcaagtgggagegesg
tgatgaacttcgaggacggcggcegecgtgaccgtgacccaggacacctecctggaggacggcaccctgatctacaaggtgaagetecgeggeaccaa
cttcectectgacggecccgtaatgcagaagaagacaatgggetgggaagegtccaccgageggttgtaccccgaggacggegtgctgaagggegac
attaagatggccctgecgectgaaggacggtggecgctacctggeggacttcaagaccacctacaaggeccaagaageccgtgecagatgeccggegect
acaacgtcgaccgcaagttggacatcacctcccacaacgaggactacaccgtggtggaacagtacgaacgctccgagggecgecactccaceggeg
gcatggacgagctgtacaagggtggeggtggctcgeatcaccatcaccatcactaataagett

Nucleotide sequence of the pecan287 Gluc Hg region from Not | to Hind IlI

gcggecgeagtcgacaaaccaactgaaaacaatgaagatttcaacattgtagetgtagetagecaactttgctacaacggatctecgatgetgaccegtgg
taaattgcccggaaaaaaattaccacttgaggtactcaaagaaatggaagccaatgctaggaaagetggetgeactaggggatgtctgatatgectg
tcacacatcaagtgcacacccaaaatgaagaagtttatcccaggaagatgccacacctatgaaggagacaaagaaagtgcacagggaggaatagg
agaggctattgttgacattcctgaaattcctgggtttaaggatttggaaccaatggaacaattcattgcacaagttgacctatgtgtagactgcacaact
ggatgcctcaaaggtcttgecaatgtgeaatgttctgatttactcaagaaatggetgccacaaagatgtgeaacttttgectagcaaaattcaaggecaa
gtggacaaaataaagggtgccggtggtgatcatcaccatcaccatcactaagett



Nucleotide sequence of the pecan278 APEX2 (Cys minus) Gs;Hg region from Not | to Hind 1lI

gecggecgeaggaaagtcttacccaactgtgagtgcetgattaccaggacgecgttgagaaggegaagaagaagcetcagaggcettcategetgagaag
agatccgctectctaatgetecgtttggeattccactctgetggaacctttgacaagggcacgaagaccggtggacccttcggaaccatcaageaccct
gcegaactggctcacagegctaacaacggtcttgacategetgttaggcttttggagecactcaaggeggagttccctattttgagetacgecgatttct
accagttggctggcegtigttgecgtigaggtcacgggtggacctaaggttccattccaccctggaagagaggacaagectgagecaccaccagagggt
cgcttgeccgatcccactaagggttctgaccatttgagagatgtgtttggcaaagetatggggcttactgaccaagatategttgetctatctgggggtc
acactattggagctgcacacaaggagcegttctggatttgagggtccctggacctctaatcctcttattttcgacaactcatacttcacggagttgttgagt
ggtgagaaggaaggtctccttcagctaccttctgacaaggctcttttgtctgaccctgtattccgecctctegttgacaaatatgecageggacgaagatg
ccttctttgetgattacgctgaggcetcaccaaaaactttccgagettgggtttgetgatgecttgcagetgectecectggagegectgaccctggacggt
ggcggtcatcaccatcaccatcactaataagett



