A UCSC genome browser tracks of PKP4 locus of hg38 genome
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Figure S1

A) UCSC genome browser tracks of PKP4 locus of human genome;
B) ZNF382 ChIP-seq tracks of PKP4 locus produced and analyzed by ENCODE pipeline;



Scale
L1HS:

L1HS

GENCODEV32 UTF

1,500|

UCSC repeat browser tracks for ZNF10 and ZNF382 in L1HS region

1
2,500| 3,000| 3,500| 4,000| 4,500| 5,000| 5,500| 6,000|
Repeat Browser Consensus

GENCODEV32 UTR exons

Tandem Repeats

Al
11 imbeault2017 ZNF10 Trono
ZNF10 Trono
o_ L1y | nm | | BN | ‘ | I | |
251 _ imbeault2017 ZNF382 Trono
ZNF382 Trono
o_ Ll LA |k LT L| ) FELL 5 0 0 1 5 A O L R 1l
208 _ imbeault2017 ZNF382-replicate Trono
ZNF382-replicate Trono
o_ L L L 4 Ll ok LLj L] L L b J B )
UCSC repeat browser tracks for ZNF10 and ZNF382 in L1P3 region
Scale | hg38reps
L1P3: 600| 900l 1,000 1,100l 1200 13300 1,400 1500 1,600 1,700 1,800 18900 2000 2100 2200 2300 2400l
Repeat Browser Consensus
L1P3
GENCODEV32 UTR exons
GENCODEVS2 UTRs
Tandem Repeats
9_ imbeault2017 ZNF10 Trono
ZNF10 Trono
o_ mm Il BN BN [ T mm i 1
25 imbeault2017 ZNF382 Trono
ZNF382 Trono
o_ sllllnen il o - — — —
18 imbeault2017 ZNF382-replicate Trono
ZNF382-replicate Trono
o_ L] - . L]
UCSC repeat browser tracks for ZNF10 and ZNF382 in L1M4 region
Scale I | hg38reps
Lima: 50 100] 150 200] 250| 300 350| 400 450] 500| 550| 600 €50| 700| 750 800| 850 900| 950|1,0001,050]1,100]1,150|1,200|1,250|1,300]1,350|1,400]|1,450|1,500| 1,550]1,600]1,650| 1,700|1,750] 1,800]
Repeat Browser Consensus
L1M4|

GENCODEV32 UTRs

ZNF10 Trono

ZNF382 Trono

o
No data _

ZNF882-replicate Trono

No data _

AAAAAAAATTAAAC I

GENCODEV32 UTR exons
=
Tandem Repeats

imbeault2017 ZNF10 Trono

imbeault2017 ZNF382 Trono

imbeault2017 ZNF382-replicate Trono

Fig. S2 UCSC repeat browser tracks for ZNF10 and ZNF382 in different LINE-1 repeats (L1HS, L1P3 and L1M4)



A Orthologs of ZNF10 Contact residues composition
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Figure S3 Contact residues composition and predicted motifs of ZNF10 and ZNF382 respectively.
(Protein sequences source: NCBI gene database)



ZNF248 ChlIP-exo signals mapped along repeat coordinates
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Figure S4 ZNF248 ChlP-exo signals mapped onto LINE1-ORF2 repeat tracks



ZNF84 ChIP-exo signals mapped along repeat coordinates
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Figure S5 ZNF84 ChiIP-exo signals mapped onto LINE1-ORF2 repeat tracks
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ZNF490 and ZNF250 ChIP-seq signals mapped along repeat coordinates -
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Figure S6 ZNF490 and ZNF250 ChIP-seq signals mapped onto LINE1-ORF2 repeat tracks
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Figure S7 Expression levels of ZNFs over human cell types by Human Protein Atlas
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