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Supplementary Information Figure 1 - uncropped/unprocessed Western blots
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Supplementary Information Figure 1 (continued)

Extended Data Fig. 2b - A549

Extended Data Fig. 2b - U20S
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Supplementary Information Figure 1 (continued)
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gating strategy: fixed HAP1 cells

Supplementary Information Figure 2 - gating strategy for FACS and analysis
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gating strategy: live RPE1 cells
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