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Supplementary Information Figure 1 - uncropped/unprocessed Western blots
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Supplementary Information Figure 1 (continued)
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Supplementary Information Figure 1 (continued)

WB: HA (short)

WB: HA (long)

WB: TMX1

WB: CANX

WB: FASN

WB: ACTB

WB: S6 pS235/pS236

WB: S6

WB: TOMM20

tu
bu

lin
 b

lo
t

WB: AMPK pT172

WB: AMPK

WB: alpha-tubulin

WB: TMX1

WB: CANX

50-

25-

75-

25-

25-

250-

15-

37-

WB: AMPK pT172

WB: ACTB

WB: AMPK

WB: TMX1

WB: CANX

WB: AMPK pT172

WB: ACTB

WB: TMX1

WB: AMPK

WB: CANX

WB: AMPK pT172

WB: ACTB

WB: AMPK

WB: TMX1

WB: CANX

WB: HA

WB: TMX1

WB: CANX

WB: ACTB

WB: HA

WB: TMX1

WB: alpha-tubulin

WB: HA

WB: TMX1

WB: HSPA5

WB: EIF4G

WT N5Q

Extended Data Fig. 4j Extended Data Fig. 4k Extended Data Fig. 4o Extended Data Fig. 5b

Extended Data Fig. 8a: RPE1 Extended Data Fig. 8a: HT29 Extended Data Fig. 8a: U251 Extended Data Fig. 8b

Extended Data Fig. 8d

37-

25-

75-

250-

37-

25-

50-

37-

37-

25-

75-

37-

25-

75-

37-

50- 50- 50-

50- 50-

50-

37-

37- 37-

25- 25-

25-75- 75-

75-

70-

70-



Supplementary Information Figure 2 - gating strategy for FACS and analysis
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