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Online Resource 3. Genotypic information for the single nucleotide polymorphisms (SNPs) included
in the calculation of genetic risk score for Metabolic Syndrome.

Effect
Chr Position Gene SNP allele beta SE
1 26695422 ARID1A rs114165349 C 0.147253 0.130037
1 39582337 PABPC4, HEYL rs11206374 A 0.065077 0.105334
1 62440818 USP1 rs638714 T 0.051495 0.118824
1 93371576 Y_RNA, DR1 rs12752223 T 0.037483 0.15711
1 177944384 SEC16B, CRYZL2P-SEC16B rs10913469 C 0.048264 0.143977
1 230161390 GALNT2 rs2281721 C 0.082075 0.074616
2 422144 LINCO1865, LINCO1874 rs62107261 C 0.089776  0.148048
2 620297 LINCO1875, TMEM18 rs7563362 A 0.061357 0.135369
2 21014672 APOB rs673548 A 0.09779 0.078254
2 27508073 GCKR rs1260326 T 0.053697 0.112925
2 65048915 LINCO02245, LINC02576 rs1009360 C 0.043589 0.127834
2 164675944 COBLL1 rs10187501 G 0.046559 0.129399
2 170772553 Y_RNA, EIF252P4 rs12472667 G 0.03749 0.157023
2 226230443 MIR5702, NYAP2 rs2138161 T 0.075241 0.085682
3 136236137 PCCB, MSL2 rs61789601 T 0.068372 0.105029
3 157079859 LINCO0880, LEKR1 rs10049088 T 0.044322 0.137229
4 36075982 ARAP2 rs73123462 T 0.149549 0.148313
4 87061724 AFF1 rs7660883 G 0.044388 0.136469
4 102267552 SLC39A8 rs13107325 T 0.07609 0.139412
5 75707853 POC5 rs2307111 C 0.036672 0.158175
6 31358512 HLA-B, DHFRP2 rs9378248 A 0.044068 0.140153
6 32610856 HLA-DRB1, HLA-DQA1 rs5021727 G 0.037134 0.151786
6 34205553 CYCSP55, KRT18P9 rs76376137 G 0.082033 0.154291
6 34609480 ILRUN rs11754773 G 0.089294 0.111018
6 43790159 VEGFA, LINC02537 rs998584 A 0.070685 0.088051
6 127118902 RSPO3 rs577721086 C 0.090094 0.141976
6 139512875 ATPS5PBP6, LINC01625 rs632057 T 0.048679 0.123411
6 160671406 PLG, LPA rs11751347 T 0.062488 0.144834
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Abbreviations: Chr, chromosome; SE, standard error.



