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Supplementary material

Figure S1: Study cohort and flowchart (MBC = metastatic breast cancer, WES = whole

exome sequencing).

44 recruited MBC patients

43 patients suitable for WES

34 patiens analyzed

32 patientsfor data
interpretation

Table S1: Patient collective.

Sample (tumortissue) arrived too late
= 1 patienttransferred for Panel-
analysesin 2021

9 patients excluded for WES:
Sample never arrived/ unavailable or
insufficient DNA quantity

2 patients failed sequencing procedure

Patient Characteristics N=44

BC Subtype N %
HR+, HER2- 26 50
HER2+, HR+ or HR- 7 13
TNBC 10 19
missing 1 2
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