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Source data for Fig 2a. Dotted rectangle correspond to samples included in

the manuscript
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Source data for Fig 2f. Dotted rectangle correspond to samples included in

the manuscript
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Fig 3e. Dotted rectangle correspond to samples included in the manuscript
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Extended Data Figure 1h. Dotted rectangle correspond to samples included in the manuscript
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Extended Data Figure 1i. Dotted rectangle correspond to samples included in the manuscript out GFP
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Extended Data Figure 4d. Dotted rectangle correspond to samples included in the manuscript
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Extended Data Figure 4e. Dotted rectangle correspond to samples included in the manuscript
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Extended Data Figure 4f. Dotted rectangle correspond to samples included in the manuscript
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Extended Data Figure 6¢. Dotted rectangle correspond to samples included in the manuscript

Pol@ peptide IP

Pole peptide IP
input - 28/35 28/35-P input - 28/35 28/35-P 4S  4S-P
1 TOPBP1 | g— - 0 kD
- 250 kDa =~ | ! beed B
-— — -
H | = Biotin - - - -
Vg % Hela protein extract
130 kDa (o]
- 0
[ -
Q
=]
[=4
- (=2
[]
o
<
Polf peptide IP
input - 28/35 28/35-P
@
]
[=4
S
f f Q
i -0 e o 2
L = i -+
o
o
Q.
<

It 1y



Extended Data Figure 7i. Dotted rectangle correspond to samples included in the manuscript
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Extended Data Figure 9i. Dotted rectangle correspond to samples included in the manuscript
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